SEQUENCE LISTING 

<110> OLSON, ERIC N. 
WANG, DA-ZHI 

<120> METHODS AND COMPOSITIONS RELATING TO A CARDIAC -SPECIFIC 
NUCLEAR REGULATORY FACTOR 

<130> UTSD:695US 

<140> UNKNOWN 
<141> 2001-12-21 

<150> 60/257,761 
<151> 2000-12-21 

<160> 32 

<170> Patentln Ver. 2.1 

<210> 1 

<211> 4959 

<212> DNA 

<213> Mus mus cuius 

<220> 
<221> CDS 

<222> (641) . . (3061) 
<400> 1 

ggaattcggc acgaggccac cctcagagga ggagggtcct gcctgctggg agttaattag 60 

cctcgcgagc ggcgaggggg gaggcgccag ttttctgggg acactggcgg ccactgtgcg 120 

tcctcctacc caagggagct ccccaagagt tggatgaatt ctgggttgtt agctgctgtc 180 

ctctgggctc ccgggagcca gtttctggtg gaaagcgggg cgcctggcca acgaccagcg 240 

gcttgctgag actcaccatg acactcctgg ggtctgaaca ctctttgctg attagaagga 3 00 

agttccgatc agtcttacag ttacggcttc aacagagaag gacccaggag cagctggcta 3 60 

accaaggctt aataccgcca ctgaaaggtc caactgaatt ccatgacccg agaaaacaat 420 

tggatagtgc caagactgaa gattccctga ggcgcaaggg cagaaacagg tccgaccgtg 480 

ccagcctggt tactatgcac attctccaag cctccacggc agaaaggtcc attccaactg 54 0 

ctcagatgaa gctcaaaaga gcccgccttg cagatgacct caatgagaag atcgctctcc 6 00 

gccaaggccc ttggaactgg tggagaagaa cattctgccg atg gat tct tec gtg 655 

Met Asp Ser Ser Val 
1 5 

aaa gag get ata aaa ggt act gag gtg age etc tec aag gca gca gat 703 



SEQUENCE LISTING 

<110> OLSON, ERIC N. 
WANG, DA-ZHI 

<120> METHODS AND COMPOSITIONS RELATING TO A CARDIAC- SPECIFIC 
NUCLEAR REGULATORY FACTOR 

<130> UTSD:695US 

<140> UNKNOWN 
<141> 2001-12-14 

<150> 60/257,761 
<151> 2000-12-21 

<160> 32 

<170> Patentln Ver. 2.1 

<210> 1 

<211> 4959 

<212> DNA 

<213> Mus musculus 

<220> 
<221> CDS 

<222> (641) . . (3061) 
<400> 1 

ggaattcggc acgaggccac cctcagagga ggagggtcct gcctgctggg agttaattag 60 

cctcgcgagc ggcgaggggg gaggcgccag ttttctgggg acactggcgg ccactgtgcg 120 

tcctcctacc caagggagct ccccaagagt tggatgaatt ctgggttgtt agctgctgtc 180 

ctctgggctc ccgggagcca gtttctggtg gaaagcgggg cgcctggcca acgaccagcg 240 

gcttgctgag actcaccatg acactcctgg ggtctgaaca ctctttgctg attagaagga 3 00 

agttccgatc agtcttacag ttacggcttc aacagagaag gacccaggag cagctggcta 3 60 

accaaggctt aataccgcca ctgaaaggtc caactgaatt ccatgacccg agaaaacaat 420 

tggatagtgc caagactgaa gattccctga ggcgcaaggg cagaaacagg tccgaccgtg 480 

ccagcctggt tactatgcac attctccaag cctccacggc agaaaggtcc attccaactg 540 

ctcagatgaa gctcaaaaga gcccgccttg cagatgacct caatgagaag atcgctctcc 600 

gccaaggccc ttggaactgg tggagaagaa cattctgccg atg gat tct tec gtg 655 

Met Asp Ser Ser Val 



mi 



aaa gag get ata aaa ggt act gag gtg age etc tec aag gca gca gat 703 
Lys Glu Ala lie Lys Gly Thr Glu Val Ser Leu Ser Lys Ala Ala Asp 
10 15 20 

gca ttc gec ttt gag gat gac age agt aga gat ggg etc tct cea gat 751 
Ala Phe Ala Phe Glu Asp Asp Ser Ser Arg Asp Gly Leu Ser Pro Asp 
25 30 35 

cag get agg age gag gac ccc cag ggc tct aca gga tec acc cca gac 7 99 
Gin Ala Arg Ser Glu Asp Pro Gin Gly Ser Thr Gly Ser Thr Pro Asp 
40 45 50 

ate aaa tec act gag get cct ctg gac aca ate cag gat etc act cct 847 
lie Lys Ser Thr Glu Ala Pro Leu Asp Thr lie Gin Asp Leu Thr Pro 
55 60 65 

ggc tea gaa agt gac aag aat gat gca gec tec cag cca ggc aac cag 895 
Gly Ser Glu Ser Asp Lys Asn Asp Ala Ala Ser Gin Pro Gly Asn Gin 
70 75 80 85 

tea gac cct ggg aag cag gtt etc ggc ccc etc age acc ccg att cct 943 
Ser Asp Pro Gly Lys Gin Val Leu Gly Pro Leu Ser Thr Pro lie Pro 
90 95 100 

f! gtg cac act get gta aag tec aag tct ttg ggt gac agt aag aac cgc 991 

Val His Thr Ala Val Lys Ser Lys Ser Leu Gly Asp Ser Lys Asn Arg 
a 105 110 115 

f|| cac aaa aag ccc aaa gac ccc aaa cca aag gtg aag aag etc aaa tac 1039 
fll His Lys Lys Pro Lys Asp Pro Lys Pro Lys Val Lys Lys Leu Lys Tyr 
jU 120 125 130 

cat cag tac ate ccc cca gac cag aag gca gag aag tct ccc cca ccc 1087 
His Gin Tyr lie Pro Pro Asp Gin Lys Ala Glu Lys Ser Pro Pro Pro 
135 140 145 

atg gac tct gec tat gec egg ctg etc cag caa cag cag eta ttc ctg 1135 
Met Asp Ser Ala Tyr Ala Arg Leu Leu Gin Gin Gin Gin Leu Phe Leu 
150 155 160 165 

cag eta cag ate etc age cag cag cag caa cag cag cag caa cag cag 1183 
Gin Leu Gin He Leu Ser Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin 
170 175 180 

cag cag caa cag cag cag cag cag cag cag cag egg ttc age tac cct 1231 
Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Arg Phe Ser Tyr Pro 
185 190 195 

ggg atg cac caa aca cac etc aaa gaa cca aat gaa cag atg gec aga 1279 
Gly Met His Gin Thr His Leu Lys Glu Pro Asn Glu Gin Met Ala Arg 
200 205 210 

aat ccg aat cct tct tea aca cca ctg age aat acc cct eta tec cct 1327 
Asn Pro Asn Pro Ser Ser Thr Pro Leu Ser Asn Thr Pro Leu Ser Pro 



215 



220 



225 



gtc aaa aat age att tct gga caa act ggt gtt tct tct etc aaa cca 1375 

Val Lys Asn Ser He Ser Gly Gin Thr Gly Val Ser Ser Leu Lys Pro 

230 235 240 245 

ggc ccc etc cca ccc aac ctg gat gat etc aag gtg tea gag tta aga 1423 

Gly Pro Leu Pro Pro Asn Leu Asp Asp Leu Lys Val Ser Glu Leu Arg 

250 255 260 

caa cag ctt cga ate egg ggc ttg cca gtg tea ggc ace aag aca gcg 1471 

Gin Gin Leu Arg He Arg Gly Leu Pro Val Ser Gly Thr Lys Thr Ala 

265 270 275 

ctg gtg gac egg ctt cgt ccc ttc cag gat tgt get ggc aac cct gtg 1519 

Leu Val Asp Arg Leu Arg Pro Phe Gin Asp Cys Ala Gly Asn Pro Val 

280 285 290 

jsV ccc aac ttt ggg gac ate aca act gtc acc ttt cct gtc acg ccc aac 1567 

Pro Asn Phe Gly Asp He Thr Thr Val Thr Phe Pro Val Thr Pro Asn 

};:J 295 300 305 

- ?i 

acc ttg ccc agt tat cag tec tec ccg aca ggc ttc tac cac ttt ggc 1615 

pi Thr Leu Pro Ser Tyr Gin Ser Ser Pro Thr Gly Phe Tyr His Phe Gly 

I"* 310 315 320 325 

%! 

s age aca age tec age cca ccc ate tec ccc gec tea tct gac ttg tec 1663 

§4 Ser Thr Ser Ser Ser Pro Pro He Ser Pro Ala Ser Ser Asp Leu Ser 

f|I 330 335 ~ 340 

f|| 

|4 9 c t gca ggg tec ctg cca gac acc ttc acc gat gcg tea cct ggc ttc 1711 

fa Ala Ala Gly Ser Leu Pro Asp Thr Phe Thr Asp Ala Ser Pro Gly Phe 

Tl 345 350 355 

ggc ctg cac gca tct ccg gtg ccc gec tgc acg gac gag agt ctg ctg 1759 

Gly Leu His Ala Ser Pro Val Pro Ala Cys Thr Asp Glu Ser Leu Leu 

360 365 370 

age age ctg aat ggg ggc teg ggc ccc tec gag cct gat ggg eta gac 1807 

Ser Ser Leu Asn Gly Gly Ser Gly Pro Ser Glu Pro Asp Gly Leu Asp 

375 380 385 

tct gag aag gac aag atg ctg gtg gag aag cag aaa gtg ate aac cag 1855 

Ser Glu Lys Asp Lys Met Leu Val Glu Lys Gin Lys Val He Asn Gin 

390 395 400 405 

etc acc tgg aag ctg egg caa gag cag egg cag gtg gaa gag ctg aga 1903 

Leu Thr Trp Lys Leu Arg Gin Glu Gin Arg Gin Val Glu Glu Leu Arg 

410 415 420 

atg caa ctg cag aag cag aag age age tgc age gac cag aag cca ctg 1951 

Met Gin Leu Gin Lys Gin Lys Ser Ser Cys Ser Asp Gin Lys Pro Leu 

425 430 435 



m 



|«5 
5 p| 



ccc ttc ttg gcc acc acc ate aaa cag gaa gat gtc tec age tgc ccc 1999 
Pro Phe Leu Ala Thr Thr lie Lys Gin Glu Asp Val Ser Ser Cys Pro 
440 445 450 

ttc gca ccc cag cag gcg tct ggg aag gga cag ggc cac age tct gac 2047 
Phe Ala Pro Gin Gin Ala Ser Gly Lys Gly Gin Gly His Ser Ser Asp 
455 460 465 

agt ccc cct ccg get tgt gag acg get cag ctg ctg cct cac tgt gtg 2 095 
Ser Pro Pro Pro Ala Cys Glu Thr Ala Gin Leu Leu Pro His Cys Val 
470 475 480 485 

gag tec tea ggt caa acc cat gta etc teg tec acg ttt etc age ccc 2143 
Glu Ser Ser Gly Gin Thr His Val Leu Ser Ser Thr Phe Leu Ser Pro 
490 495 500 

cag tgc tec cct cag cac teg ccc ctg ggg ggc ctg aag age ccg cag 2191 
Gin Cys Ser Pro Gin His Ser Pro Leu Gly Gly Leu Lys Ser Pro Gin 
505 510 515 

cac ate age ctg cct cca tea ccc aac aac cat tac ttc ctg get tec 2239 
His lie Ser Leu Pro Pro Ser Pro Asn Asn His Tyr Phe Leu Ala Ser 
520 525 530 

tct teg gga get cag aga gag aac cat ggg gtc tct tea ccc age age 22 87 
Ser Ser Gly Ala Gin Arg Glu Asn His Gly Val Ser Ser Pro Ser Ser 
535 540 545 

age caa ggg tgc gca cag atg act ggt tta caa tct tct gac aag gtg 2335 
Ser Gin Gly Cys Ala Gin Met Thr Gly Leu Gin Ser Ser Asp Lys Val 
550 555 560 565 

ggg cca acg ttt tea att cca tec cca act ttt tct aag tea agt tea 2383 
Gly Pro Thr Phe Ser lie Pro Ser Pro Thr Phe Ser Lys Ser Ser Ser 
570 575 580 

gca gtt tea gat ate acc cag ccc cca tec tat gaa gat gca gtg aag 2431 
Ala Val Ser Asp lie Thr Gin Pro Pro Ser Tyr Glu Asp Ala Val Lys 
585 590 595 

cag caa atg act egg agt cag cag atg gac gaa etc ctg gat gtc etc 247 9 
Gin Gin Met Thr Arg Ser Gin Gin Met Asp Glu Leu Leu Asp Val Leu 
600 605 610 

att gaa agt gga gaa atg cca gcc gat gcc agg gaa gat cat tea tgt 2527 
He Glu Ser Gly Glu Met Pro Ala Asp Ala Arg Glu Asp His Ser Cys 
615 620 625 

ctt cag aaa att cca aag ate cct ggg tec tec tgc age cca act gcc 2575 
Leu Gin Lys He Pro Lys He Pro Gly Ser Ser Cys Ser Pro Thr Ala 
630 635 640 645 

ate ccc ccg aag ccc teg get tec ttt gag cag gca tct teg gga ggc 2623 
He Pro Pro Lys Pro Ser Ala Ser Phe Glu Gin Ala Ser Ser Gly Gly 



650 



655 



660 



cag atg gcc ttc gat cac tac gcc aac gac agt gac gaa cac ctg gaa 2671 
Gin Met Ala Phe Asp His Tyr Ala Asn Asp Ser Asp Glu His Leu Glu 
665 670 675 

gtc tta ttg aat tct cac age ccc ate gga aag gtg age gat gtt ace 2719 
Val Leu Leu Asn Ser His Ser Pro lie Gly Lys Val Ser Asp Val Thr 
680 685 690 

etc etc aaa ate gga age gag gag cct cct ttt gac age ate atg gat 2 767 
Leu Leu Lys lie Gly Ser Glu Glu Pro Pro Phe Asp Ser He Met Asp 
695 700 705 

ggc ttc cca ggg aag get gcg gaa gat etc ttc agt get cac gag etc 2815 
Gly Phe Pro Gly Lys Ala Ala Glu Asp Leu Phe Ser Ala His Glu Leu 
710 715 720 725 

ttg cct ggg ccc etc tec ccg atg cat gca cag ttg tea cct cct tct 2863 
Leu Pro Gly Pro Leu Ser Pro Met His Ala Gin Leu Ser Pro Pro Ser 
730 735 740 

gtg gac age agt ggt ctg cag ctg age ttc acg gaa tct cct tgg gaa 2911 
Val Asp Ser Ser Gly Leu Gin Leu Ser Phe Thr Glu Ser Pro Trp Glu 
745 750 755 

aca atg gaa tgg ctg gac etc act cca cct agt tec acg cca ggc ttc 2959 
Thr Met Glu Trp Leu Asp Leu Thr Pro Pro Ser Ser Thr Pro Gly Phe 
760 765 770 

age aac ctt acc tec agt ggg ccc age att ttc aac ate gat ttt ctg 3007 
Ser Asn Leu Thr Ser Ser Gly Pro Ser He Phe Asn He Asp Phe Leu 
775 780 785 

gat gtt aca gat ctt aat ctg aat tec cct atg gat etc cac tta cag 3055 
Asp Val Thr Asp Leu Asn Leu Asn Ser Pro Met Asp Leu His Leu Gin 
790 795 800 805 

cag tgg taaacacccg aggtacaaga gctacgagag ctcagtggga attcaatgga 3111 
Gin Trp 

ggaaagcacg ataceggaaa tgtgtgttcc aaaagatgaa ggggggaaaa tggggaggga 3171 
aaaaaaaaaa cagcaaegga ggtttttgtg acaactaacc agaacaaaca gaagtcagct 3231 
attaaaatat gtctaaatgt aatatctacc agcattcagt aactgttaat aacttcagtg 3291 
atgcattcaa aaatgtgctt tgtcagaata agaatgecaa aaatgttttt tcgctgcctt 3351 
atctcatacc agtttttttg ggtttttttt tgtttgtttg ttttttggtt tttttttttt 3411 
tgtgtgtgtt gttatttggt tttctttttg cccacagttt gtctcaggca atactgggac 3471 
ataggctgac cccattagct tttgttatga atttactaaa ctttctgtgg aaggagaaca 3531 



gagcctctgc cgcgggtgtg gggaagccat 
tcatcatcag tcagaagagc agggcctgtc 
tcagaatggt cagagggaca gaccaatcaa 
ccttgactcc caaatggtcc cactggactg 
tccagagaat ccacccagaa cacggtgctt 
agcaatgcat agcaggtgag aacttgaatc 
ctgaggcgct caaatactac tacctctagt 
gcaactggag gcccagggag ccgtactggg 
aacattccga gaaagaaata accatgaatt 
ttcttttttc ttctttttta tttttctttt 
ttcatctttc tctcagtact tttctttcaa 
taattctctc tctctctctc tctctctctc 
ttctaacaag ctaccatagt cctattaaag 
aaactctctt gccaaactct ttcttcacat 
atttctttag gaagaaactg gggatgtggc 
ttgtttttgt ttcaattctt gtttgattta 
gaaattggaa atcattgcag agtgaagata 
ttcagtagtt ttccaaacga gaacacaatt 
ccacagtctt gaggagttct tgttgccctg 
gacaacatac agtttggcca aggctctcag 
caatgttgca tgctgtagaa agtagctgtt 
caccaaggca ctgttttatt cttttgtaaa 
gaaaataatc aacaatgttg tgaatttttg 
gatttagaaa tcattccatt gtcaacttgt 

<210> 2 
<211> 807 
<212> PRT 

<213> Mus musculus 



cctgtgcttg aggcagcaca cgtgtgtcca 3591 
tcacccaatc gagtccttaa gacagaataa 3651 
ttcccaggaa agcaaaagtg actcaatgtc 3711 
gtgatcactg gtgacaacta actagctttg 3771 
tttagccagt agtccacctc tatgtgcatc 3831 
acagaaactt catgccatgg atggagactc 3891 
tccaaagact agagctagat gatcagaaag 3951 
acaagttaga attagagaac gatgtcattt 4011 
gctattacag gagtaacaca cagggccagc 4071 
cttattgtga gcagagggaa ttcacctcag 4131 
gatatcaatc ctttatgact cttttgcttt 4191 
tctctctttc tctcaaagga gaggtttcag 4251 
ccattttttt ttttagaata ttaaaagtcc 4311 
gcgcattggc tgaaaacaga atttacaaga 4371 
ccattggtca caaagttttt ttgtttgttt 4431 
tggacaatct ttggtttgta ttgctctgga 4491 
aatcagggca ccatgtatag tagagaatgt 4551 
gcacactgta aacaacagga gtgtgaagga 4611 
tgtttggtga aggcgttggg gaccgaggaa 4671 
aggcttgctg tggcgccaat tcaagtatta 4731 
gctgttgttt tgttttgttt taatttaagt 4791 
aaaaaaaaaa gttcactgtg cacttataga 4 851 
agaagacttt tttttttttg ataaaccaaa 4911 
aaaaaaaaaa aaaaaaaa 4959 



<400> 2 

Met Asp Ser Ser Val Lys Glu Ala lie Lys Gly Thr Glu Val Ser Leu 
15 10 15 



Ser Lys Ala Ala Asp Ala Phe Ala Phe Glu Asp Asp Ser Ser Arg Asp 
20 25 30 

Gly Leu Ser Pro Asp Gin Ala Arg Ser Glu Asp Pro Gin Gly Ser Thr 
35 40 45 

Gly Ser Thr Pro Asp lie Lys Ser Thr Glu Ala Pro Leu Asp Thr He 
50 55 60 

Gin Asp Leu Thr Pro Gly Ser Glu Ser Asp Lys Asn Asp Ala Ala Ser 
65 70 75 80 

Gin Pro Gly Asn Gin Ser Asp Pro Gly Lys Gin Val Leu Gly Pro Leu 
85 90 95 

Ser Thr Pro He Pro Val His Thr Ala Val Lys Ser Lys Ser Leu Gly 
100 105 110 

Asp Ser Lys Asn Arg His Lys Lys Pro Lys Asp Pro Lys Pro Lys Val 
115 120 125 

Lys Lys Leu Lys Tyr His Gin Tyr He Pro Pro Asp Gin Lys Ala Glu 
130 135 140 

Lys Ser Pro Pro Pro Met Asp Ser Ala Tyr Ala Arg Leu Leu Gin Gin 
145 150 155 160 

Gin Gin Leu Phe Leu Gin Leu Gin He Leu Ser Gin Gin Gin Gin Gin 
165 170 175 

Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin 
180 185 190 

Arg Phe Ser Tyr Pro Gly Met His Gin Thr His Leu Lys Glu Pro Asn 
195 200 205 

Glu Gin Met Ala Arg Asn Pro Asn Pro Ser Ser Thr Pro Leu Ser Asn 
210 215 220 

Thr Pro Leu Ser Pro Val Lys Asn Ser He Ser Gly Gin Thr Gly Val 
225 230 235 240 

Ser Ser Leu Lys Pro Gly Pro Leu Pro Pro Asn Leu Asp Asp Leu Lys 
245 250 255 

Val Ser Glu Leu Arg Gin Gin Leu Arg He Arg Gly Leu Pro Val Ser 
260 265 270 



Gly Thr Lys Thr Ala Leu Val Asp Arg Leu Arg Pro Phe Gin Asp Cys 



275 



280 



285 



Ala Gly Asn Pro Val Pro Asn Phe Gly Asp lie Thr Thr Val Thr Phe 
290 295 300 

Pro Val Thr Pro Asn Thr Leu Pro Ser Tyr Gin Ser Ser Pro Thr Gly 
305 310 315 320 

Phe Tyr His Phe Gly Ser Thr Ser Ser Ser Pro Pro lie Ser Pro Ala 
325 330 335 

Ser Ser Asp Leu Ser Ala Ala Gly Ser Leu Pro Asp Thr Phe Thr Asp 
340 345 350 

Ala Ser Pro Gly Phe Gly Leu His Ala Ser Pro Val Pro Ala Cys Thr 
355 360 365 

Asp Glu Ser Leu Leu Ser Ser Leu Asn Gly Gly Ser Gly Pro Ser Glu 
370 375 380 

Pro Asp Gly Leu Asp Ser Glu Lys Asp Lys Met Leu Val Glu Lys Gin 
385 390 395 400 

Lys Val lie Asn Gin Leu Thr Trp Lys Leu Arg Gin Glu Gin Arg Gin 
405 410 415 

Val Glu Glu Leu Arg Met Gin Leu Gin Lys Gin Lys Ser Ser Cys Ser 
420 425 430 

Asp Gin Lys Pro Leu Pro Phe Leu Ala Thr Thr He Lys Gin Glu Asp 
435 440 445 

Val Ser Ser Cys Pro Phe Ala Pro Gin Gin Ala Ser Gly Lys Gly Gin 
450 455 460 

Gly His Ser Ser Asp Ser Pro Pro Pro Ala Cys Glu Thr Ala Gin Leu 
465 470 475 480 

Leu Pro His Cys Val Glu Ser Ser Gly Gin Thr His Val Leu Ser Ser 
485 490 495 

Thr Phe Leu Ser Pro Gin Cys Ser Pro Gin His Ser Pro Leu Gly Gly 
500 505 510 

Leu Lys Ser Pro Gin His He Ser Leu Pro Pro Ser Pro Asn Asn His 
515 520 525 

Tyr Phe Leu Ala Ser Ser Ser Gly Ala Gin Arg Glu Asn His Gly Val 
530 535 540 

Ser Ser Pro Ser Ser Ser Gin Gly Cys Ala Gin Met Thr Gly Leu Gin 
545 550 555 560 



Ser Ser Asp Lys Val Gly Pro Thr Phe Ser He Pro Ser Pro Thr Phe 



565 



570 



575 



Ser Lys Ser Ser Ser Ala Val Ser Asp lie Thr Gin Pro Pro Ser Tyr 
580 585 590 

Glu Asp Ala Val Lys Gin Gin Met Thr Arg Ser Gin Gin Met Asp Glu 
595 600 605 

Leu Leu Asp Val Leu lie Glu Ser Gly Glu Met Pro Ala Asp Ala Arg 
610 615 620 

Glu Asp His Ser Cys Leu Gin Lys lie Pro Lys lie Pro Gly Ser Ser 
625 630 635 640 

Cys Ser Pro Thr Ala lie Pro Pro Lys Pro Ser Ala Ser Phe Glu Gin 

645 650 655 

Ala Ser Ser Gly Gly Gin Met Ala Phe Asp His Tyr Ala Asn Asp Ser 
660 665 670 

Asp Glu His Leu Glu Val Leu Leu Asn Ser His Ser Pro lie Gly Lys 
675 680 685 

Val Ser Asp Val Thr Leu Leu Lys lie Gly Ser Glu Glu Pro Pro Phe 
690 695 700 

Asp Ser He Met Asp Gly Phe Pro Gly Lys Ala Ala Glu Asp Leu Phe 
705 710 715 720 

Ser Ala His Glu Leu Leu Pro Gly Pro Leu Ser Pro Met His Ala Gin 
725 730 735 

Leu Ser Pro Pro Ser Val Asp Ser Ser Gly Leu Gin Leu Ser Phe Thr 
740 745 750 

Glu Ser Pro Trp Glu Thr Met Glu Trp Leu Asp Leu Thr Pro Pro Ser 
755 760 765 

Ser Thr Pro Gly Phe Ser Asn Leu Thr Ser Ser Gly Pro Ser He Phe 
770 775 780 

Asn He Asp Phe Leu Asp Val Thr Asp Leu Asn Leu Asn Ser Pro Met 
785 790 795 800 



Asp Leu His Leu Gin Gin Trp 
805 



<210> 3 

<211> 3907 

<212> DMA 

<213> Mus musculus 



<220> 

<221> CDS 

<222> (5) . . (2083) 

<400> 3 

ccaa ggg ate atg ccg cct ttg aaa agt cca gec gca ttt cat gag cag 4 9 
Gly lie Met Pro Pro Leu Lys Ser Pro Ala Ala Phe His Glu Gin 
15 10 15 



aga agg age ttg gag egg gee agg aca gag gac tat etc aaa egg aag 97 

Arg Arg Ser Leu Glu Arg Ala Arg Thr Glu Asp Tyr Leu Lys Arg Lys 
20 25 30 

att cgt tec egg ccg gag aga teg gag ctg gtc agg atg cac att ttg 14 5 

lie Arg Ser Arg Pro Glu Arg Ser Glu Leu Val Arg Met His He Leu 
35 40 45 

gaa gag ace teg get gag cca tec etc cag gee aag cag ctg aag ctg 193 

Glu Glu Thr Ser Ala Glu Pro Ser Leu Gin Ala Lys Gin Leu Lys Leu 
p 50 55 60 

f|| aag aga gec aga eta gec gat gac etc aat gag aag att gca cag agg 241 

Lys Arg Ala Arg Leu Ala Asp Asp Leu Asn Glu Lys He Ala Gin Arg 

til 65 70 75 

H 

%{ cct gg c ccc atg gag ctg gtg gag aag aac ate ett cct gtt gag tec 289 

Pro Gly Pro Met Glu Leu Val Glu Lys Asn He Leu Pro Val Glu Ser 
* . 80 85 90 95 

age ctg aag gaa gee ate att gtg ggc cag gtg aac tat ccc aaa gta 337 

Ser Leu Lys Glu Ala lie He Val Gly Gin Val Asn Tyr Pro Lys Val 

W 100 105 110 

Csl 

|^ gca gae age tct tec ttc gat gag gac age age gat gee tta tec ccc 3 85 

Ala Asp Ser Ser Ser Phe Asp Glu Asp Ser Ser Asp Ala Leu Ser Pro 
115 120 125 

gag cag cct gee age cat gag tec cag ggt tct gtg ccg tea ccc ctg 4 33 

Glu Gin Pro Ala Ser His Glu Ser Gin Gly Ser Val Pro Ser Pro Leu 
130 135 140 

gag gec cga gtc age gaa cca ctg etc agt gee ace tct gca tec ccc 481 

Glu Ala Arg Val Ser Glu Pro Leu Leu Ser Ala Thr Ser Ala Ser Pro 
145 150 155 

ace cag gtt gtg tct caa ett ccg atg ggc egg gat tec aga gaa atg 529 

Thr Gin Val Val Ser Gin Leu Pro Met Gly Arg Asp Ser Arg Glu Met 
160 165 170 175 

ett ttc ctg gca gag cag cct cct ctg cct ccc cca cct ctg ctg cct 577 

Leu Phe Leu Ala Glu Gin Pro Pro Leu Pro Pro Pro Pro Leu Leu Pro 
180 185 190 



I 



ccc age etc acc aat gga acc act ate ccc act gec aag tec ace ccc 



625 



Pro Ser Leu Thr Asn Gly Thr Thr lie Pro Thr Ala Lys Ser Thr Pro 
195 200 205 



§4 



aca etc att aag caa age caa ccc aag tct gec agt gag aag tea cag 673 
Thr Leu He Lys Gin Ser Gin Pro Lys Ser Ala Ser Glu Lys Ser Gin 
210 215 220 

cgc age aag aag gec aag gag ctg aag cca aag gtg aag aag etc aag 721 
Arg Ser Lys Lys Ala Lys Glu Leu Lys Pro Lys Val Lys Lys Leu Lys 
225 230 235 

tac cac cag tac ate ccc ccg gac cag aag cag gac agg ggg gca ccc 7 69 
Tyr His Gin Tyr He Pro Pro Asp Gin Lys Gin Asp Arg Gly Ala Pro 
240 245 250 255 

ccc atg gac tea tec tac gec aag ate ctg cag cag cag cag etc ttc 817 
Pro Met Asp Ser Ser Tyr Ala Lys He Leu Gin Gin Gin Gin Leu Phe 
260 265 270 

etc cag ctg cag ate etc aac cag cag cag cag cag cac cac aac tac 865 
Leu Gin Leu Gin He Leu Asn Gin Gin Gin Gin Gin His His Asn Tyr 

HI 275 280 285 

$n ca 9 9 CC atc ct 9 cct 9 CC cc 9 cca aa 9 tca 9 ca 99 c 9 a 9 9 CC ct< 3 99 a 913 
f f Gin Ala He Leu Pro Ala Pro Pro Lys Ser Ala Gly Glu Ala Leu Gly 

"Sf 290 295 300 

si 

5? age age ggg acc ccc cca gta cgc age etc tec act acc aat age age 961 
■H Ser Ser Gly Thr Pro Pro Val Arg Ser Leu Ser Thr Thr Asn Ser Ser 
305 310 315 

jLi tec age teg ggc gee cct ggg ccc tgt ggg ctg gca cgt cag aac age 1009 
#«t Ser Ser Ser Gly Ala Pro Gly Pro Cys Gly Leu Ala Arg Gin Asn Ser 
p 320 325 330 335 

acc tca ctg act ggc aag ccg gga gee ctg ccg gec aac ctg gac gac 1057 
Thr Ser Leu Thr Gly Lys Pro Gly Ala Leu Pro Ala Asn Leu Asp Asp 
340 345 350 

atg aag gtg gca gag ctg aag cag gag ctg aag ttg cga tca ctg cct 1105 
Met Lys Val Ala Glu Leu Lys Gin Glu Leu Lys Leu Arg Ser Leu Pro 
355 360 365 

gtc teg ggc acc aaa act gag ctg att gag cgc ctt cga gee tat caa 1153 
Val Ser Gly Thr Lys Thr Glu Leu He Glu Arg Leu Arg Ala Tyr Gin 
370 375 380 

gac caa atc age cct gtg cca gga gec ccc aag gee cct gee gec acc 12 01 
Asp Gin He Ser Pro Val Pro Gly Ala Pro Lys Ala Pro Ala Ala Thr 
385 390 395 

tct atc ctg cac aag get ggc gag gtg gtg gta gee ttc cca gcg gec 1249 
Ser He Leu His Lys Ala Gly Glu Val Val Val Ala Phe Pro Ala Ala 
400 405 410 415 



egg ctg age acg ggg cca gec ctg gtg gca gca ggc ctg get cca get 12 97 
Arg Leu Ser Thr Gly Pro Ala Leu Val Ala Ala Gly Leu Ala Pro Ala 
420 425 430 

gag gtg gtg gtg gec acg gtg gec age agt ggg gtg gtg aag ttt ggc 1345 
Glu Val Val Val Ala Thr Val Ala Ser Ser Gly Val Val Lys Phe Gly 
435 440 445 

age acg ggc tec acg ccc ccc gtg tct ccc ace ccc teg gag cgc tea 13 93 
Ser Thr Gly Ser Thr Pro Pro Val Ser Pro Thr Pro Ser Glu Arg Ser 
450 455 460 

ctg etc age acg ggc gat gaa aac tec ace ccc ggg gac ace ttt ggt 1441 
Leu Leu Ser Thr Gly Asp Glu Asn Ser Thr Pro Gly Asp Thr Phe Gly 
465 470 475 

gag atg gtg aca tea cct ctg acg cag ctg ace ctg cag gee teg cca 1489 
Glu Met Val Thr Ser Pro Leu Thr Gin Leu Thr Leu Gin Ala Ser Pro 
480 485 490 495 

ctg cag ate etc gtg aag gag gag ggc ccc egg gee ggg tec tgt tgc 153 7 
Leu Gin lie Leu Val Lys Glu Glu Gly Pro Arg Ala Gly Ser Cys Cys 
500 505 510 

ctg age cct ggg ggg egg gcg gag eta gag ggg cgc gac aag gac cag 1585 
Leu Ser Pro Gly Gly Arg Ala Glu Leu Glu Gly Arg Asp Lys Asp Gin 
515 520 525 

atg ctg cag gag aaa gac aag cag ate gag gcg ctg acg cgc atg etc 1633 
Met Leu Gin Glu Lys Asp Lys Gin lie Glu Ala Leu Thr Arg Met Leu 
530 535 540 

egg cag aag cag cag ctg gtg gag egg etc aag ctg cag ctg gag cag 16 81 
Arg Gin Lys Gin Gin Leu Val Glu Arg Leu Lys Leu Gin Leu Glu Gin 
545 550 555 

gag aag cga gec cag cag ccc gee ccc gee ccc gec ccc etc ggc ace 172 9 
Glu Lys Arg Ala Gin Gin Pro Ala Pro Ala Pro Ala Pro Leu Gly Thr 
560 565 570 575 

ccc gtg aag cag gag aac age ttc tec age tgc cag ctg age cag cag 1777 
Pro Val Lys Gin Glu Asn Ser Phe Ser Ser Cys Gin Leu Ser Gin Gin 
580 585 590 

ccc ctg ggc ccc get cac cca ttc aac ccc age ctg gcg gee cca gee 1825 
Pro Leu Gly Pro Ala His Pro Phe Asn Pro Ser Leu Ala Ala Pro Ala 
595 600 605 

ace aac cac at a gac cct tgt get gtg gec ccg ggg ccc ccg tec gtg 1873 
Thr Asn His lie Asp Pro Cys Ala Val Ala Pro Gly Pro Pro Ser Val 
610 615 620 

gtg gtg aag cag gaa gec ttg cag cct gag ccc gag ccg gtc ccc gee 1921 



Val Val Lys Gin Glu Ala Leu Gin Pro Glu Pro Glu Pro Val Pro Ala 
625 630 635 

ccc cag ttg ctt ctg ggg cct cag ggc ccc age etc ate aag ggg gtt 1969 
Pro Gin Leu Leu Leu Gly Pro Gin Gly Pro Ser Leu lie Lys Gly Val 
640 645 650 655 

gca cct ccc acc etc ate acc gac tec aca ggg acc cac ctt gtc etc 2017 
Ala Pro Pro Thr Leu lie Thr Asp Ser Thr Gly Thr His Leu Val Leu 
660 665 670 

acc gtg acc aat aag aat gca gac age cct ggc ctg tec agt ggg age 2 065 
Thr Val Thr Asn Lys Asn Ala Asp Ser Pro Gly Leu Ser Ser Gly Ser 
675 680 685 

ccc cag cag ccc teg tec cagcctggct ctccagcgcc tgccccctct 2113 
Pro Gin Gin Pro Ser Ser 
690 



geccagatgg 


acctggagca 


cccactgcag 


cccctctttg 


ggacccccac 


ttctctgctg 


2173 


aagaaggaac 


cacctggcta 


tgaggaagee 


atgagecage 


agcccaaaca 


gcaggaaaat 


2233 


ggttcctcaa 


gecagcagat 


ggacgacctg 


tttgacattc 


tcattcagag 


eggagaaatt 


2293 


tcagcagatt 


teaaggagee 


gccatccctg 


ccagggaagg 


agaagecate 


cccgaagaca 


2353 


gtctgtgggt 


cccccctggc 


agcacagcca 


tcaccttctg 


ctgagctccc 


ccaggctgcc 


2413 


ccacctcctc 


caggctcacc 


ctccctccct 


ggacgcctgg 


aggacttcct 


ggagagcagc 


2473 


aeggggctge 


ccctgctgac 


cagtgggcat 


gaegggecag 


agcccctttc 


cctcattgac 


2533 


gacctccata 


gecagatget 


gagcagcact 


gccatcctgg 


accacccccc 


gtcacccatg 


2593 


gacacctcgg 


aattgeaett 


tgttcctgag 


cccagcagca 


ccatgggcct 


ggacctggct 


2653 


gatggccacc 


tggacagcat 


ggactggctg 


gagctgtcgt 


caggtggtcc 


cgtgctgagc 


2713 


ctagcccccc 


tcagcaccac 


agcccccagc 


ctcttctcca 


cagacttcct 


egatggecat 


2773 


gatttgeage 


tgcactggga 


ttcctgcttg 


tagctctctg 


gctcaagacg 


gggtggggaa 


2833 


ggggctggga 


gecagggtae 


tecaatgegt 


ggctctcctg 


cgtgattcgg 


cctctccaca 


2893 


tggttgtgag 


tcttgacaat 


cacagcccct 


gctttttccc 


ttccctggga 


ggctagaaca 


2953 


gagaagcect 


tactcctggt 


tcagtgccac 


gcagggcaga 


ggagagcagc 


tgtcaagaag 


3013 


cagccctggc 


tctcacgctg 


gggttttgga 


cacacggtca 


gggtcagggc 


cattteagct 


3073 


tgacctcctt 


ttttgaggtc 


agggggcact 


gtctgtctgg 


ctacaatttg 


gctaaggtag 


3133 


gtga agectg 


geeaggeggg 


aggcttctct 


tctgacccag 


ggctgagaca 


ggttaagggg 


3193 



tgaatctcct tcctttctct ccctgctttg ctgtgaaggg agaaattagc ctgggcctct 3253 
accccctatt ccctgtgtct gccaacccca ggatcccagg gctccctgcc attttagtgt 3313 
cttggtgtag tgtaaccatt tagtggttgg tggcaacaat tttatgtaca ggtgtatata 3 373 
cctctatatt atatatcgac atacatatat atttttgggg gggggcggac aggagatggg 3433 
tgcaactccc tcccatccta ctctcacaga agggcctgga tgcaaggtta cccttgagct 3493 
gtgtgccaca gtctggtgcc cagtctggca tgcagctacc caggcccacc catcacgtgt 3553 
gattgacatg taggtaccct gccacggcct atgccccacc tgccctgctt cctggctcct 3613 
tatcagtgcc atgagggcag aggtgctacc tggccttcct gccaggagct ctccacccac 3673 
tcacattccg tccccgccgc ctcactgcag ccagcgtggt cctaggacag gaggagcttc 3733 
gggcccagct tcaccctgcg gtggggctga ggggtggcca tctcctgccc tggggccact 3793 
ggcttcacat tctgggctga ctcatagggg agtaggggtg gagtcaccaa aaccagtgct 3 853 
gggacaaaga tggggaaggt gtgtgaactt tttaaaataa acacaaaaac acag 3907 



<210> 4 
<211> 693 
<212> PRT 

<213> Mus mus cuius 
<400> 4 

Gly lie Met Pro Pro Leu Lys Ser Pro Ala Ala Phe His Glu Gin Arg 
15 10 15 

Arg Ser Leu Glu Arg Ala Arg Thr Glu Asp Tyr Leu Lys Arg Lys lie 
20 25 30 

Arg Ser Arg Pro Glu Arg Ser Glu Leu Val Arg Met His lie Leu Glu 
35 40 45 

Glu Thr Ser Ala Glu Pro Ser Leu Gin Ala Lys Gin Leu Lys Leu Lys 
50 55 60 

Arg Ala Arg Leu Ala Asp Asp Leu Asn Glu Lys lie Ala Gin Arg Pro 
65 70 75 80 

Gly Pro Met Glu Leu Val Glu Lys Asn He Leu Pro Val Glu Ser Ser 
85 90 95 

Leu Lys Glu Ala He He Val Gly Gin Val Asn Tyr Pro Lys Val Ala 
100 105 110 



Asp Ser Ser Ser Phe Asp Glu Asp Ser Ser Asp Ala Leu Ser Pro Glu 



115 



120 



125 



Gin Pro Ala Ser His Glu Ser Gin Gly Ser Val Pro Ser Pro Leu Glu 
130 135 140 

Ala Arg Val Ser Glu Pro Leu Leu Ser Ala Thr Ser Ala Ser Pro Thr 
145 150 155 160 

Gin Val Val Ser Gin Leu Pro Met Gly Arg Asp Ser Arg Glu Met Leu 
165 170 175 

Phe Leu Ala Glu Gin Pro Pro Leu Pro Pro Pro Pro Leu Leu Pro Pro 
180 185 190 

Ser Leu Thr Asn Gly Thr Thr He Pro Thr Ala Lys Ser Thr Pro Thr 
195 200 205 

Leu He Lys Gin Ser Gin Pro Lys Ser Ala Ser Glu Lys Ser Gin Arg 
210 215 220 



Ser Lys Lys Ala Lys Glu Leu Lys Pro Lys Val Lys Lys Leu Lys Tyr 
225 230 235 240 

His Gin Tyr He Pro Pro Asp Gin Lys Gin Asp Arg Gly Ala Pro Pro 
245 250 255 

Met Asp Ser Ser Tyr Ala Lys He Leu Gin Gin Gin Gin Leu Phe Leu 
260 265 270 

Gin Leu Gin He Leu Asn Gin Gin Gin Gin Gin His His Asn Tyr Gin 
275 280 285 

Ala He Leu Pro Ala Pro Pro Lys Ser Ala Gly Glu Ala Leu Gly Ser 
290 295 300 

Ser Gly Thr Pro Pro Val Arg Ser Leu Ser Thr Thr Asn Ser Ser Ser 
305 310 315 320 

Ser Ser Gly Ala Pro Gly Pro Cys Gly Leu Ala Arg Gin Asn Ser Thr 
325 330 335 

Ser Leu Thr Gly Lys Pro Gly Ala Leu Pro Ala Asn Leu Asp Asp Met 
340 345 350 

Lys Val Ala Glu Leu Lys Gin Glu Leu Lys Leu Arg Ser Leu Pro Val 
355 360 365 

Ser Gly Thr Lys Thr Glu Leu He Glu Arg Leu Arg Ala Tyr Gin Asp 
370 375 380 

Gin He Ser Pro Val Pro Gly Ala Pro Lys Ala Pro Ala Ala Thr Ser 
385 390 395 400 



He Leu His Lys Ala Gly Glu Val Val Val Ala Phe Pro Ala Ala Arg 



405 



410 



415 



Leu Ser Thr Gly Pro Ala Leu Val Ala Ala Gly Leu Ala Pro Ala Glu 
420 425 430 

Val Val Val Ala Thr Val Ala Ser Ser Gly Val Val Lys Phe Gly Ser 
435 440 445 

Thr Gly Ser Thr Pro Pro Val Ser Pro Thr Pro Ser Glu Arg Ser Leu 
450 455 460 

Leu Ser Thr Gly Asp Glu Asn Ser Thr Pro Gly Asp Thr Phe Gly Glu 
465 470 475 480 

Met Val Thr Ser Pro Leu Thr Gin Leu Thr Leu Gin Ala Ser Pro Leu 
485 490 495 

Gin lie Leu Val Lys Glu Glu Gly Pro Arg Ala Gly Ser Cys Cys Leu 
500 505 510 

Ser Pro Gly Gly Arg Ala Glu Leu Glu Gly Arg Asp Lys Asp Gin Met 
515 520 525 

Leu Gin Glu Lys Asp Lys Gin lie Glu Ala Leu Thr Arg Met Leu Arg 
530 535 540 

Gin Lys Gin Gin Leu Val Glu Arg Leu Lys Leu Gin Leu Glu Gin Glu 
545 550 555 560 

Lys Arg Ala Gin Gin Pro Ala Pro Ala Pro Ala Pro Leu Gly Thr Pro 
565 570 575 

Val Lys Gin Glu Asn Ser Phe Ser Ser Cys Gin Leu Ser Gin Gin Pro 

580 585 590 

Leu Gly Pro Ala His Pro Phe Asn Pro Ser Leu Ala Ala Pro Ala Thr 
595 600 605 

Asn His He Asp Pro Cys Ala Val Ala Pro Gly Pro Pro Ser Val Val 
610 615 620 

Val Lys Gin Glu Ala Leu Gin Pro Glu Pro Glu Pro Val Pro Ala Pro 
625 630 635 640 

Gin Leu Leu Leu Gly Pro Gin Gly Pro Ser Leu He Lys Gly Val Ala 
645 650 655 

Pro Pro Thr Leu He Thr Asp Ser Thr Gly Thr His Leu Val Leu Thr 
660 665 670 



Val Thr Asn Lys Asn Ala Asp Ser Pro Gly Leu Ser Ser Gly Ser Pro 
675 680 685 



Gin Gin Pro Ser Ser 



690 



<210> 5 

<211> 35 

<212> PRT 

<213> Mus mus cuius 

<400> 5 

Leu Glu Lys Met Lys Val Ser Asp Leu Lys Gin His Leu Lys Arg Arg 
15 10 15 

Asn Leu Pro Val Ser Gly Pro Lys Pro His Leu lie Glu Arg Leu Lys 
20 25 30 

Pro Tyr Leu 
35 



<210> 6 

<211> 6459 

<212> DNA 

<213> Mus mus cuius 

<220> 

<221> CDS 

<222> (1) . . (1053) 

<400> 6 

cag act tea cca caa gca gga atg cag act cag cct cag ata gca act 
Gin Thr Ser Pro Gin Ala Gly Met Gin Thr Gin Pro Gin He Ala Thr 
15 10 15 

get gca caa ata cca act get gec ttg gec tea ggc ttg gee cca act 
Ala Ala Gin He Pro Thr Ala Ala Leu Ala Ser Gly Leu Ala Pro Thr 
20 25 30 

gta cct cag aca caa gac acg ttc ccg cag cat gtg etc agt cag cct 
Val Pro Gin Thr Gin Asp Thr Phe Pro Gin His Val Leu Ser Gin Pro 
35 40 45 

caa caa gtc aga aag gtt ttc aca aac tea gca tea tea aat aca gtt 
Gin Gin Val Arg Lys Val Phe Thr Asn Ser Ala Ser Ser Asn Thr Val 
50 55 60 

ctt cca tat cag aga cat cct gee cca get gtc cag cag ccc ttt ate 
Leu Pro Tyr Gin Arg His Pro Ala Pro Ala Val Gin Gin Pro Phe He 
65 70 75 80 



aat aag gee tec aac agt gtt ctt caa tec aga aat get ccg ctt cca 
Asn Lys Ala Ser Asn Ser Val Leu Gin Ser Arg Asn Ala Pro Leu Pro 
85 90 95 



tec ctg caa aat gga cct aac aca ccc aac aag cct agt tea ccc ccg 336 
Ser Leu Gin Asn Gly Pro Asn Thr Pro Asn Lys Pro Ser Ser Pro Pro 
100 105 110 



cca ccc cag caa ttt gtc gtc cag cac tct eta ttt ggg agt cca gtc 384 
Pro Pro Gin Gin Phe Val Val Gin His Ser Leu Phe Gly Ser Pro Val 
115 120 125 

gec aag aca aaa gat ccc ccc cgc tat gag gag gec ate aag cag aca 432 
Ala Lys Thr Lys Asp Pro Pro Arg Tyr Glu Glu Ala lie Lys Gin Thr 
130 135 140 

cgc age aca cag gec cct ctg cca gag att tec aac get cac agt cag 4 80 
Arg Ser Thr Gin Ala Pro Leu Pro Glu lie Ser Asn Ala His Ser Gin 
145 150 155 160 

cag atg gat gac etc ttt gat ate etc att aag agt gga gag ate tec 528 
Gin Met Asp Asp Leu Phe Asp lie Leu lie Lys Ser Gly Glu lie Ser 
G 165 170 175 

%4 etc ccc ata aaa gaa gaa cct tct cct att tec aaa atg aga cca gtg 576 
III Leu Pro lie Lys Glu Glu Pro Ser Pro lie Ser Lys Met Arg Pro Val 
m 180 185 190 

|^ aca gee age ate acc aca atg cca gtg aat aca gtg gtg tec egg cca 624 
%\ Thr Ala Ser lie Thr Thr Met Pro Val Asn Thr Val Val Ser Arg Pro 
195 200 205 

cca ccc caa gtc caa atg gca cca cct gta tct tta gaa cct atg ggc 672 
J;* Pro Pro Gin Val Gin Met Ala Pro Pro Val Ser Leu Glu Pro Met Gly 
210 215 220 

M agt tta tct gec age tta gag aac caa eta gaa get ttc ttg gat gga 720 
■14 Ser Leu Ser Ala Ser Leu Glu Asn Gin Leu Glu Ala Phe Leu Asp Gly 
225 230 235 240 

act tta ccc tea gee aat gaa att cct cca eta caa age age agt gaa 768 
Thr Leu Pro Ser Ala Asn Glu lie Pro Pro Leu Gin Ser Ser Ser Glu 
245 250 255 

gac aga gag ccc ttc tct ctg ate gag gac etc cag aat gat ctg ctg 816 
Asp Arg Glu Pro Phe Ser Leu lie Glu Asp Leu Gin Asn Asp Leu Leu 
260 265 270 

agt cac tea ggt atg ctg gac cat tea cac tea ccc atg gag act tec 864 
Ser His Ser Gly Met Leu Asp His Ser His Ser Pro Met Glu Thr Ser 
275 280 285 

gag acc cag ttt get gca ggt act ccc tgt ctg tct etc gac ctg tea 912 
Glu Thr Gin Phe Ala Ala Gly Thr Pro Cys Leu Ser Leu Asp Leu Ser 
290 295 300 



gac tea aac ttg gac aac atg gag tgg ttg gac att acc atg ccc aac 960 
Asp Ser Asn Leu Asp Asn Met Glu Trp Leu Asp lie Thr Met Pro Asn 



305 310 315 320 

tec tct tea gga etc act cct etc age ace acc gcg ccg age atg ttc 1008 
Ser Ser Ser Gly Leu Thr Pro Leu Ser Thr Thr Ala Pro Ser Met Phe 
325 330 335 

tct get gac ttt eta gac cca cag gac eta ccg ctg cca tgg gac 1053 
Ser Ala Asp Phe Leu Asp Pro Gin Asp Leu Pro Leu Pro Trp Asp 
340 345 350 

taaegtcaca gatttctttt ctgagagttg atgaggttta agaacatgaa gattctaaaa 1113 

ggtcagtttt tagagataga tctatagttg cattgttgca atcaaaatat gttgtcacag 1173 

aaagaatagg tggaaggtca tagcctggaa cccaagtttg aaaacatttc attgtgttca 1233 

gtagtgaatt tctacagttt aacatagcac agggecttet gaaaatcgea cttgtcaaag 1293 

acgactcatc tatttctcca gacttcagta aagaatgaaa agtaccttta gataaaaaca 1353 

aagaagagta atatatgeag cacagtgacg ttaggattct ggtaattaac tacatttaaa 1413 

tctctggtca ctttaagacc ctaaataaaa ggcagacagc tccactcaaa aactaaggct 1473 

gatgtgaggg aggtgagagg tcactgcact tggtacttcc tagagaegge eggagecagg 1533 

cccaagacac agcagaggtc aaaggcagtg gagagecttg gccagttcag tgacagcttc 1593 

tggctgaaga cttttggttc tattcagaaa cctgtgtcgt ttttttggtg ttgtagttta 1653 

ttttgtgatt ttttggaatc gtactttata tttccaaatt taaatttaaa tgeaagatet 1713 

ttcaacataa acagaagata cctacaaaat actgtcagaa gtccaggtat actgataaca 1773 

ctgaaaattc tattagcaac cttctgggtt ggttagattg attttaatgt atatattaga 1833 

catttgtatg tatgetctga cattgtgatt tgtacagect accaaccaat ctaactaaaa 1893 

ttacatatat aatctgtaaa catacatacg agactgtaac actaaacatg teggatgget 1953 

ggggtaagga aatgggtatc caaggtccta cttttttaat agctcgaata tttctagagt 2013 

acttgageca catgtatttc tgtatttaaa gaattgctga ctaactttca ggtaaccaga 2073 

cccatctcaa agaaccaaga aaaggcttta gcatgaaata tctttctgag ctggcgagtt 2133 

agaagaatgg aaggtaaggg gaaggtctgt catctaccca ggacattccc atgatgagta 2193 

caggtcagat tgtgccacaa ggtgggcctc cacgtccctg ccctggccct ctttcttctg 22 53 

tcactaaccc tggttatcat tttacaggct tgtaactgga tattctacca gagctctcac 2313 

tatattgtca agectaagat tgaaaaactg gaggctttat tagtgttttt atatagaaaa 23 73 



cagttattac 


atatgtgtta 


agtcatttct 


ggattatttc 


aagctagtca 


ttgaggtata 


tctaccaaaa 


gagcatggag 


atttttctta 


ttgtgtaaac 


cctcaggtca 


ggttggttcc 


ctgacatgcc 


ggaggcagcc 


tgacccgtta 


tttgtgtttt 


gcctaagagc 


tgatcttatt 


ttactacgtg 


taacaaaagt 


ctgcttttcc 


tggcacttcc 


tgactcaaag 


gcactaacag 


agaggccact 


gtgctcagtg 


tagtctgtga 


accaacacac 


gggatacaat 


aactctctgt 


tacaagagtt 


taccacacta 


gatgttctgt 


cctgtctcca 


gggccaggct 


atttacttgg 


agtttttttg 


ctgagggttt 


ctgtctgggc 


cttcttcatt 


cagatttgaa 


tggcttatta 


aaggtaaccg 


aacactagta 


ccattgactc 


tgaattgtgt 


agatagtttt 


ctagctctcg 


tgaaacatgc 


cacaggaagg 


ttgctctcca 


atctcattgg 


cctactctcc 


tatgaattgc 


cctttataaa 


ccagtatttc 


acttttaaaa 


aagccactcc 


acttgcacca 


ttccgcttga 


caggcacctg 


tgacacgagt 


gctgctctcc 


tgaggacgcg 


ctatgtgctc 


acactcatgt 


aggcccttct 


gaccggactc 


agtgcgtgtg 


tgactaaaga 


ctggttgttg 


ttgttgttta 


caaagtcgcc 


agttgaattt 


tcattatgca 


atatcatatt 


gtaaagtatc 


atactgccaa 


catccccatc 


ttactttcct 


acatgttctc 



taagaatttt ctaaaatgcc aactatcaca 2433 
tgacaaaatg taaataacaa aaaactgaaa 24 93 
aataataata ttgtgctctc cacctcaccc 2553 
cctgggtcac aaaatggtaa atgttccata 2613 
tttggaaaga atttgtgaat tatttctggg 2673 
tctgatttgt gtgtgtgtgg tttataaatt 2733 
agcatgagca cactggagcc ctctgctcac 2793 
tgctcatgtg ccttccagac ggttcaaggc 2853 
tgaatagttt aagtgttcag aaattggtaa 2913 
taaccagaac accgtcattt gaccaagccc 2973 
gaatcctcga gtcagttcca ttgagagggg 3033 
gaaagtattt ttcttacagt tcttggccac 3 093 
ctatcaggtc catacttaga ccctgagcat 3153 
aattagcacc aaatatcagt gggactgtag 3213 
tcgttgaata actttatatt tccataatcc 3273 
ggtcccttta ttgcttttta aaatagggtt 3333 
aaaatacaca gtgcagtgca agaaaatgct 3393 
taaagtgccc acttcacata tgtgtttaaa 3453 
agacaaggca tctctaccca ttaactctgc 3513 
ccctcctctc tcctggcttg ggtcaccagc 3573 
aggatctcca ctacatgttc caggttggag 3633 
gacatgacca aagatgatac tctgtaaaca 3693 
atggtgagtg caatgaggaa gggtggatat 3753 
ggttagtgtc acagccatta cagcacaagt 3813 
cgtgtgtggt ttaagcagtg gtactgttgt 3873 
gaaaataact cctagaaagg cattatctca 3933 
aaaacacagt agtaccagcc ttacctttct 3993 



gctgtatgta 


gatagtcaga 


tcatcctact 


aaatttctgt 


aaagtctttg 


aaagtctagg 


agcatccact 


aggaaacctc 


ataggacagt 


gaaatgtgca 


atctactgta 


tagtattgcc 


tgtggaattt 


cttgcttaga 


tactattgtg 


aaaagagatc 


ttatttaaat 


ttccttttta 


tgacactttt 


tggctttcag 


tgctgtttag 


tgcaagctgc 


tgcctatgga 


aggcaaagtc 


cagtcagcat 


accctgagtg 


atggctcagg 


actcaggctt 


cctggaccct 


caaccccaga 


tcctttcaga 


attcccaggc 


tgaaatcagc 


aagtgatgag 


atagtccctt 


tactgtcctc 


gcactttggc 


agggtttaaa 


atatttgtga 


ggcttccatg 


cacccacctg 


acggtagcct 


gagctcatgg 


tgccgctggg 


gactttttag 


ctactagcag 


agcaacatgt 


gtcaatttaa 


atatctgcta 


ctgtaaacat 


gaatattgaa 


cccaccgccc 


tagaggccac 


agaattagcc 


tcaggttttt 


caaggaacat 


agcttacaaa 


actgcatttc 


aactcatctt 


ttaagtgatt 


agtaattttt 


ttttcctggt 


tcaaaccttc 


gctacatttt 


tatttgtaaa 


gtgactctgt 


tccacattcg 


ccctttcttg 


cagtatccag 


tgaaatcttt 


catggaaggc 


ctacaattcg 


taccctccat 


gcaaacactt 


tgctctgtgg 


tctcggatct 


acaaggtgct 


gtcgggaatc 


catctatagt 


gtttaacaga 


gctttatgcc 



gggggtggg a tgaatttaaa agttatacca 4 053 
agtaggtggt catcttgtac atttcagcaa 4113 
gttagtggtt cacgttctag tgtttttcct 417 3 
acataattgt acatagatgt attctgaatt 4233 
tttgtttcat atgaatattt ttgtaattct 4293 
aaagccgcat ggttctgtga tccatgtaac 4353 
aaacagtggc aaaggcaggg tggtgctgcc 4413 
atagtaatga gatagcacct ctgaactgtg 4473 
ggcgcactac ctattttgtc accagagctg 4533 
tcattccagg cagcatagct ttcttcacag 4593 
catagcagtt gacaaaacag ctatccccac 4653 
aaatggactt ggccttagag acgtggtaaa 4713 
gaagcccaca tttcagtata catcctcact 4773 
cacagaagtc ctggctgtca ctcaggtggg 4833 
agaaatgtaa agagaatagc tattcagtgt 4 893 
ccaaattcac aaataaccct ccatttttca 4953 
tactgacaag agaataccca tacaaatcgt 5013 
caaaattatc aaagaacatt aactggaagg 5073 
tgcatcagtg tgtatctgga gagcatccta 5133 
tcagtcaaaa ctggaaaaca actaagatgt 5193 
aataacttgc tcattcagca gtctctctga 5253 
ctgcatggca atgagcaggt gcgtgttttt 5313 
ggaaacacat cattacaaag ggtttctacc 5373 
aaaagctgca catgtttaca gaagagctct 5433 
tgtcacagct ttgtgacaat aagatggcaa 5493 
aaataaaata tgttatcaga gatatcatca 5553 
aactactaag acaaagcttt aacaaagttt 5613 



atagaatact 


gaaactcgta 


acaattacct 


ctctacgtga 


tgctgtaagg 


aatcttgcta 


5673 


atttggtagg 


aagaggaagc 


atttaggaaa 


gggtttagta 


tctaccaaaa 


gtacttgacc 


5733 


tcaagtaacc 


aatagtaatg 


caaacttgct 


ttaaaggaac 


caaaggcatt 


gccaagtatt 


5793 


tgccaaaagg 


aggcactttt 


tatttaaaat 


ttgagactaa 


tgagatctca 


aaaatcagcc 


5853 


ccaaaaaggt 


attatccatt 


taaggttata 


attttcacta 


agatgtagat 


atttctctta 


5913 


ttgttttcat 


gtaaaatagt 


atagagttgt 


tttgttggtt 


taagagtaac 


attcagtagt 


5973 


aatacaaagt 


tttttttcta 


tgtagaaatt 


agttttcttt 


tcttgcttgc 


aatagaaatg 


6033 


caatgtgata 


ggtgtttctc 


ttcttatttt 


cattgtcaca 


ttatgtctta 


gcatctcact 


6093 


ttatgaaaaa 


aaggagaaag 


ataccaatct 


acagagccct 


gcttgttgaa 


gcactagttt 


6153 


aatcaacaaa 


aaattatggc 


aatcgggggt 


ccattcatct 


attgccttta 


tgttgttttt 


6213 


taaaagaaaa 


accatgatgc 


ctttgtattt 


gctgtttgca 


cccctgaaat 


caattccata 


6273 


tcatgtttga 


atgccataca 


ttttgcacat 


gtactgtaca 


taagtaatgc 


atactgtatt 


6333 


tttatatgtg 


tgcacattta 


tcatcagatc 


ttttgtacat 


agtggcagta 


ttgtagctga 


6393 


tcgggaaatg 


tttgatatct 


cagcaatttt 


gcatttttgt 


gtctcaaata 


aaagacattt 


6453 



tgatgt 645 9 

<210> 7 
<211> 351 
<212> PRT 

<213> Mus mus cuius 
<400> 7 

Gin Thr Ser Pro Gin Ala Gly Met Gin Thr Gin Pro Gin He Ala Thr 
1 5 10 15 

Ala Ala Gin He Pro Thr Ala Ala Leu Ala Ser Gly Leu Ala Pro Thr 
20 25 30 

Val Pro Gin Thr Gin Asp Thr Phe Pro Gin His Val Leu Ser Gin Pro 
35 40 45 

Gin Gin Val Arg Lys Val Phe Thr Asn Ser Ala Ser Ser Asn Thr Val 
50 55 60 

Leu Pro Tyr Gin Arg His Pro Ala Pro Ala Val Gin Gin Pro Phe He 
65 70 75 80 

Asn Lys Ala Ser Asn Ser Val Leu Gin Ser Arg Asn Ala Pro Leu Pro 
85 90 95 



Ser Leu Gin Asn Gly Pro Asn Thr Pro Asn Lys Pro Ser Ser Pro Pro 
100 105 110 



Pro Pro Gin Gin Phe Val Val Gin His Ser Leu Phe Gly Ser Pro Val 
115 120 125 

Ala Lys Thr Lys Asp Pro Pro Arg Tyr Glu Glu Ala lie Lys Gin Thr 
130 135 140 

Arg Ser Thr Gin Ala Pro Leu Pro Glu lie Ser Asn Ala His Ser Gin 
145 150 155 160 

Gin Met Asp Asp Leu Phe Asp He Leu He Lys Ser Gly Glu He Ser 
165 170 175 

Leu Pro He Lys Glu Glu Pro Ser Pro He Ser Lys Met Arg Pro Val 
180 185 190 

Thr Ala Ser He Thr Thr Met Pro Val Asn Thr Val Val Ser Arg Pro 
195 200 205 

Pro Pro Gin Val Gin Met Ala Pro Pro Val Ser Leu Glu Pro Met Gly 
210 215 220 

Ser Leu Ser Ala Ser Leu Glu Asn Gin Leu Glu Ala Phe Leu Asp Gly 
225 230 235 240 

Thr Leu Pro Ser Ala Asn Glu He Pro Pro Leu Gin Ser Ser Ser Glu 
245 250 255 

Asp Arg Glu Pro Phe Ser Leu He Glu Asp Leu Gin Asn Asp Leu Leu 
260 265 270 

Ser His Ser Gly Met Leu Asp His Ser His Ser Pro Met Glu Thr Ser 
275 280 285 

Glu Thr Gin Phe Ala Ala Gly Thr Pro Cys Leu Ser Leu Asp Leu Ser 
290 295 300 

Asp Ser Asn Leu Asp Asn Met Glu Trp Leu Asp He Thr Met Pro Asn 
305 310 315 320 

Ser Ser Ser Gly Leu Thr Pro Leu Ser Thr Thr Ala Pro Ser Met Phe 
325 330 335 

Ser Ala Asp Phe Leu Asp Pro Gin Asp Leu Pro Leu Pro Trp Asp 
340 345 350 



<210> 8 
<211> 35 
<212> PRT 



<213> Mus musculus 



<400> 8 

Val Thr Lys Met Lys Val Ala Asp 
1 5 

Gly Leu Ala Val Asn Gly Asn Lys 
2 0 

Thr Ala Leu 
35 



Leu Lys Arg Glu Leu Lys Leu Arg 
10 ' is 

Thr Glu Leu Gin Asp Arg Leu Gin 
25 30 



<210> 9 

<211> 35 

<212> PRT 

<213> Mus musculus 

<400> 9 

Leu Asp Asp Met Lys Val Ala Glu Leu Lys Gin Glu Leu Lys Leu Arg 
1 5 10 15 

Ser Leu Pro Val Ser Gly Thr Lys Thr Glu Leu He Glu Arg Leu Arg 
20 25 30 

Ala Tyr Gin 
35 



<210> 10 

<211> 35 

<212> PRT 

<213> Mus musculus 

<400> 10 

Val Lys Lys Leu Lys Val Ser Glu Leu Lys Glu Glu Leu Lys Lys Arg 
1 5 10 15 

Arg Leu Ser Asp Lys Gly Leu Lys Ala Asp Leu Met Glu Arg Leu Gin 
20 25 30 

Ala Ala Leu 
35 



<210> 11 

<211> 35 

<212> PRT 

<213> Mus musculus 

<400> 11 



Val Lys Lys Leu Lys Val Ser Glu Leu Lys Glu Glu Leu Lys Lys Arg 
1 5 10 15 



Arg Leu Ser Asp Lys Gly Leu Lys Ala Glu Leu Met Glu Arg Leu Gin 
20 25 30 



Ala Ala Leu 
35 



<210> 12 

<211> 35 

<212> PRT 

<213> Mus mus cuius 

<400> 12 

Val Lys Lys Leu Lys Val Ser Glu Leu Lys Glu Glu Leu Lys Lys Arg 
15 10 15 

Arg Leu Ser Asp Lys Gly Leu Lys Ala Asp Leu Met Asp Arg Leu Gin 
20 25 30 

Ala Ala Leu 
35 



<210> 13 

<211> 35 

<212> PRT 

<213> Mus mus cuius 

<400> 13 

Val Lys Lys Leu Lys Val Ser Glu Leu Lys Glu Glu Leu Lys Lys Arg 
15 10 15 

Arg Leu Ser Asp Lys Gly Leu Lys Ala Asp Leu Met Asp Arg Leu Gin 
20 25 30 

Ala Ala Leu 
35 



<210> 14 

<211> 35 

<212> PRT 

<213> Mus mus cuius 

<400> 14 

Met Glu Gin Leu Lys Val Leu Glu Leu Lys Gin lie Cys Lys Ser Leu 
15 10 15 

Asp Leu Ser lie Thr Gly Lys Lys Ala Val Leu Gin Asp Arg lie Lys 
20 25 30 



Gin Phe Leu 
35 



<210> 15 

<211> 35 

<212> PRT 

<213> Mus musculus 

<400> 15 

Val Lys Lys Leu Lys Val Ser Glu Leu Lys Glu Glu Leu Lys Lys Arg 
15 10 15 

Arg Leu Ser Asp Lys Gly Leu Lys Ala Asp Leu Met Asp Arg Leu Gin 
20 25 30 

Ala Ala Leu 
35 



<210> 16 

l 5? * <211> 35 

G! <212> PRT 

£!= <213> Mus musculus 

ft 

lj% <4 00> 16 

f|j Val Lys Lys Leu Lys Val Ser Glu Leu Lys Glu Glu Leu Lys Lys Arg 

U 15 10 15 

% 4 

Arg Leu Ser Asp Lys Gly Leu Lys Ala Asp Leu Met Asp Arg Leu Gin 

f. 20 25 3 0 

Ala Ala Leu 

ft! 35 



<210> 17 

<211> 35 

<212> PRT 

<213> Mus musculus 

<400> 17 

Leu Gin Ala Leu Arg Val Thr Asp Leu Lys Ala Ala Leu Glu Gin Arg 
15 10 15 

Gly Leu Ala Lys Ser Gly Gin Lys Ser Ala Leu Val Lys Arg Leu Lys 
20 25 30 

Gly Ala Leu 
35 



<210> 18 
<211> 35 
<212> PRT 

<213> Mus musculus 



<400> 18 

Leu Gin Ala Leu Arg Val Thr Asp Leu Lys Ala Ala Leu Glu Gin Arg 
15 10 15 

Gly Leu Ala Lys Ser Gly Gin Lys Ser Ala Leu Val Lys Arg Leu Lys 
20 25 30 

Gly Ala Leu 
35 



<210> 19 
<211> 35 
<212> PRT 

<213> Mus mus cuius 
<400> 19 

Leu Ser Glu Leu Arg Val lie Asp Leu Arg Ala Glu Leu Lys Lys Arg 
15 10 15 

Asn Leu Asp Thr Gly Gly Asn Lys Ser Val Leu Met Glu Arg Leu Lys 
20 25 30 

Lys Ala Val 
35 



<210> 20 
<211> 35 
<212> PRT 

<213> Mus mus cuius 
<400> 20 

Leu Ser Asp Leu Arg Val lie Asp Leu Arg Ala Glu Leu Arg Lys Arg 
15 10 15 

Asn Val Asp Ser Ser Gly Asn Lys Ser Val Leu Met Glu Arg Leu Lys 
20 25 30 

Lys Ala lie 
35 



<210> 21 
<211> 35 
<212> PRT 

<213> Mus musculus 
<400> 21 

Val Arg Arg Leu Lys Val Asn Glu Leu Arg Glu Glu Leu Gin Arg Arg 
15 10 15 

Gly Leu Asp Thr Arg Gly Leu Lys Thr Glu Leu Ala Glu Arg Leu Gin 
20 25 30 



Ala Ala Leu 

35 



<210> 22 
<211> 35 
<212> PRT 

<213> Mus musculus 
<400> 22 

lie Lys Ala Leu Lys Val Ser Gin Leu Lys Asp lie Leu Arg Asp Arg 
15 10 15 

Gly Leu Arg Val Ser Gly Lys Lys Ala Asp Leu Leu Asp Asn Leu Thr 
20 25 30 

Asn Tyr Val 

35 



<210> 23 
<211> 35 
<212> PRT 

<213> Mus musculus 
<400> 23 

Ala Asn Lys Leu Lys Val Asp Glu Leu Arg Leu Lys Leu Ala Glu Arg 
l 5 10 15 

Gly Leu Ser Thr Thr Gly Val Lys Ala Val Leu Val Glu Arg Leu Glu 
20 25 30 

Glu Ala He 

35 



<210> 24 
<211> 3907 
<212> PRT 

<213> Mus musculus 
<400> 24 

Cys Cys Ala Ala Gly Gly Gly Ala Thr Cys Ala Thr Gly Cys Cys Gly 
15 10 15 

Cys Cys Thr Thr Thr Gly Ala Ala Ala Ala Gly Thr Cys Cys Ala Gly 
20 25 30 

Cys Cys Gly Cys Ala Thr Thr Thr Cys Ala Thr Gly Ala Gly Cys Ala 
35 40 45 



Gly Ala Gly Ala Ala Gly Gly Ala Gly Cys Thr Thr Gly Gly Ala Gly 

50 55 60 



Cys Gly Gly Gly Cys Cys Ala Gly Gly Ala Cys Ala Gly Ala Gly Gly 
65 70 75 



80 



Ala Cys Thr Ala Thr Cys Thr Cys Ala Ala Ala Cys Gly Gly Ala Ala 
85 90 " 95 

Gly Ala Thr Thr Cys Gly Thr Thr Cys Cys Cys Gly Gly Cys Cys Gly 
100 105 ~ 110 

Gly Ala Gly Ala Gly Ala Thr Cys Gly Gly Ala Gly Cys Thr Gly Gly 
115 120 125 

Thr Cys Ala Gly Gly Ala Thr Gly Cys Ala Cys Ala Thr Thr Thr Thr 
130 135 140 



Gly Gly Ala Ala Gly Ala Gly Ala Cys Cys Thr Cys Gly Gly Cys Thr 
145 150 155 



160 



Gly Ala Gly Cys Cys Ala Thr Cys Cys Cys Thr Cys Cys Ala Gly Gly 
1^5 17 0 175 

Cys Cys Ala Ala Gly Cys Ala Gly Cys Thr Gly Ala Ala Gly Cys Thr 
180 185 190 

Gly Ala Ala Gly Ala Gly Ala Gly Cys Cys Ala Gly Ala Cys Thr Ala 
195 200 205 

Gly Cys Cys Gly Ala Thr Gly Ala Cys Cys Thr Cys Ala Ala Thr Gly 
210 215 220 

Ala Gly Ala Ala Gly Ala Thr Thr Gly Cys Ala Cys Ala Gly Ala Gly 
225 230 235 240 

Gly Cys Cys Thr Gly Gly Cys Cys Cys Cys Ala Thr Gly Gly Ala Gly 
245 250 1 "* 255 

Cys Thr Gly Gly Thr Gly Gly Ala Gly Ala Ala Gly Ala Ala Cys Ala 
260 265 270 



Thr Cys Cys Thr Thr Cys Cys Thr Gly Thr Thr Gly Ala Gly Thr Cys 
275 280 285 

Cys Ala Gly Cys Cys Thr Gly Ala Ala Gly Gly Ala Ala Gly Cys Cys 



290 



295 



300 



Ala Thr Cys Ala Thr Thr Gly Thr Gly Gly Gly Cys Cys Ala Gly Gly 
305 310 315 " 320 

Thr Gly Ala Ala Cys Thr Ala Thr Cys Cys Cys Ala Ala Ala Gly Thr 
325 330 335 

Ala Gly Cys Ala Gly Ala Cys Ala Gly Cys Thr Cys Thr Thr Cys Cys 
340 345 350 



Thr Thr Cys Gly Ala Thr Gly Ala Gly Gly Ala Cys Ala Gly Cys Ala 
355 360 365 

Gly Cys Gly Ala Thr Gly Cys Cys Thr Thr Ala Thr Cys Cys Cys Cys 
370 375 380 

Cys Gly Ala Gly Cys Ala Gly Cys Cys Thr Gly Cys Cys Ala Gly Cys 
385 390 395 400 

Cys Ala Thr Gly Ala Gly Thr Cys Cys Cys Ala Gly Gly Gly Thr Thr 
405 410 " 415 

Cys Thr Gly Thr Gly Cys Cys Gly Thr Cys Ala Cys Cys Cys Cys Thr 
420 425 430 

Gly Gly Ala Gly Gly Cys Cys Cys Gly Ala Gly Thr Cys Ala Gly Cys 
435 440 445 

Gly Ala Ala Cys Cys Ala Cys Thr Gly Cys Thr Cys Ala Gly Thr Gly 
450 455 460 

Cys Cys Ala Cys Cys Thr Cys Thr Gly Cys Ala Thr Cys Cys Cys Cys 
465 470 475 ' 480 

Cys Ala Cys Cys Cys Ala Gly Gly Thr Thr Gly Thr Gly Thr Cys Thr 
485 490 ~ 495 

Cys Ala Ala Cys Thr Thr Cys Cys Gly Ala Thr Gly Gly Gly Cys Cys 
500 505 510 

Gly Gly Gly Ala Thr Thr Cys Cys Ala Gly Ala Gly Ala Ala Ala Thr 
515 520 525 

Gly Cys Thr Thr Thr Thr Cys Cys Thr Gly Gly Cys Ala Gly Ala Gly 
530 535 540 



Cys Ala Gly Cys Cys Thr Cys Cys Thr Cys Thr Gly Cys Cys Thr Cy< 
545 550 555 



s 

560 



Cys Cys Cys Cys Ala Cys Cys Thr Cys Thr Gly Cys Thr Gly Cys Cys 

565 570 575 

Thr Cys Cys Cys Ala Gly Cys Cys Thr Cys Ala Cys Cys Ala Ala Thr 

580 585 590 



Gly Gly Ala Ala Cys Cys Ala Cys Thr Ala Thr Cys Cys Cys Cys Ala 
595 600 605 

Cys Thr Gly Cys Cys Ala Ala Gly Thr Cys Cys Ala Cys Cys Cys Cys 



610 



615 



620 



Cys Ala Cys Ala Cys Thr Cys Ala Thr Thr Ala Ala Gly Cys Ala Ala 
625 630 635 



64 0 



Ala Gly Cys Cys Ala Ala Cys Cys Cys Ala Ala Gly Thr Cys Thr Gly 
645 650 655 

Cys Cys Ala Gly Thr Gly Ala Gly Ala Ala Gly Thr Cys Ala Cys Ala 
660 665 670 

Gly Cys Gly Cys Ala Gly Cys Ala Ala Gly Ala Ala Gly Gly Cys Cys 
675 680 685 

Ala Ala Gly Gly Ala Gly Cys Thr Gly Ala Ala Gly Cys Cys Ala Ala 
690 695 700 

Ala Gly Gly Thr Gly Ala Ala Gly Ala Ala Gly Cys Thr Cys Ala Ala 
705 710 715 ~ 720 

Gly Thr Ala Cys Cys Ala Cys Cys Ala Gly Thr Ala Cys Ala Thr Cys 
725 730 735 

Cys Cys Cys Cys Cys Gly Gly Ala Cys Cys Ala Gly Ala Ala Gly Cys 
740 745 750 

Ala Gly Gly Ala Cys Ala Gly Gly Gly Gly Gly Gly Cys Ala Cys Cys 
755 760 765 

Cys Cys Cys Cys Ala Thr Gly Gly Ala Cys Thr Cys Ala Thr Cys Cys 
770 775 780 



Thr Ala Cys Gly Cys Cys Ala Ala Gly Ala Thr Cys Cys Thr Gly Cys 
785 790 7 95 



800 



Ala Gly Cys Ala Gly Cys Ala Gly Cys Ala Gly Cys Thr Cys Thr Thr 
805 810 815 

Cys Cys Thr Cys Cys Ala Gly Cys Thr Gly Cys Ala Gly Ala Thr Cys 
820 825 830 

Cys Thr Cys Ala Ala Cys Cys Ala Gly Cys Ala Gly Cys Ala Gly Cys 
835 840 845 

Ala Gly Cys Ala Gly Cys Ala Cys Cys Ala Cys Ala Ala Cys Thr Ala 
850 855 860 



Cys Cys Ala Gly Gly Cys Cys Ala Thr Cys Cys Thr Gly Cys Cys Thr 
865 87 0 875 * 880 

Gly Cys Cys Cys Cys Gly Cys Cys Ala Ala Ala Gly Thr Cys Ala Gly 



885 



890 



895 



Cys Ala Gly Gly Cys Gly Ala Gly Gly Cys Cys Cys Thr Gly Gly Gly 



900 



905 



910 



Ala Ala Gly Cys Ala Gly Cys Gly Gly Gly Ala Cys Cys Cys Cys Cys 
915 920 925 



Cys Cys Ala Gly Thr Ala Cys Gly Cys Ala Gly Cys Cys Thr Cys Thr 
930 935 940 



Cys Cys Ala Cys Thr Ala Cys Cys Ala Ala Thr Ala Gly Cys Ala Gly 
945 950 955 960 

Cys Thr Cys Cys Ala Gly Cys Thr Cys Gly Gly Gly Cys Gly Cys Cys 
965 970 975 

Cys Cys Thr Gly Gly Gly Cys Cys Cys Thr Gly Thr Gly Gly Gly Cys 
980 985 990 

Thr Gly Gly Cys Ala Cys Gly Thr Cys Ala Gly Ala Ala Cys Ala Gly 
995 1000 1005 

Cys Ala Cys Cys Thr Cys Ala Cys Thr Gly Ala Cys Thr Gly Gly Cys 
1010 1015 1020 

Ala Ala Gly Cys Cys Gly Gly Gly Ala Gly Cys Cys Cys Thr Gly Cys 
1025 1030 1035 1040 

Cys Gly Gly Cys Cys Ala Ala Cys Cys Thr Gly Gly Ala Cys Gly Ala 
1045 1050 1055 

Cys Ala Thr Gly Ala Ala Gly Gly Thr Gly Gly Cys Ala Gly Ala Gly 
1060 1065 1070 

Cys Thr Gly Ala Ala Gly Cys Ala Gly Gly Ala Gly Cys Thx Gly Ala 
1075 1080 1085 

Ala Gly Thr Thr Gly Cys Gly Ala Thr Cys Ala Cys Thr Gly Cys Cys 
1090 1095 1100 

Thr Gly Thr Cys Thr Cys Gly Gly Gly Cys Ala Cys Cys Ala Ala Ala 
1105 1110 1115 1120 

Ala Cys Thr Gly Ala Gly Cys Thr Gly Ala Thr Thr Gly Ala Gly Cys 
1125 1130 1135 

Gly Cys Cys Thr Thr Cys Gly Ala Gly Cys Cys Thr Ala Thr Cys Ala 
1140 1145 1150 

Ala Gly Ala Cys Cys Ala Ala Ala Thr Cys Ala Gly Cys Cys Cys Thr 
1155 1160 1165 

Gly Thr Gly Cys Cys Ala Gly Gly Ala Gly Cys Cys Cys Cys Cys Ala 
1170 1175 1180 

Ala Gly Gly Cys Cys Cys Cys Thr Gly Cys Cys Gly Cys Cys Ala Cys 
1185 1190 1195 1200 



Cys Thr Cys Thr Ala Thr Cys Cys Thr Gly Cys Ala Cys Ala Ala Gly 
1205 1210 1215 



Gly Cys Thr Gly Gly Cys Gly Ala Gly Gly Thr Gly Gly Thr Gly Gly 
1220 1225 1230 



Thr Ala Gly Cys Cys Thr Thr Cys Cys Cys Ala Gly Cys Gly Gly Cys 
1235 1240 1245 

Cys Cys Gly Gly Cys Thr Gly Ala Gly Cys Ala Cys Gly Gly Gly Gly 
1250 1255 1260 

Cys Cys Ala Gly Cys Cys Cys Thr Gly Gly Thr Gly Gly Cys Ala Gly 
1265 1270 1275 1280 

Cys Ala Gly Gly Cys Cys Thr Gly Gly Cys Thr Cys Cys Ala Gly Cys 
1285 1290 1295 

Thr Gly Ala Gly Gly Thr Gly Gly Thr Gly Gly Thr Gly Gly Cys Cys 
1300 1305 1310 

Ala Cys Gly Gly Thr Gly Gly Cys Cys Ala Gly Cys Ala Gly Thr Gly 
1315 1320 1325 

Gly Gly Gly Thr Gly Gly Thr Gly Ala Ala Gly Thr Thr Thr Gly Gly 
1330 1335 1340 

Cys Ala Gly Cys Ala Cys Gly Gly Gly Cys Thr Cys Cys Ala Cys Gly 
1345 1350 1355 1360 

Cys Cys Cys Cys Cys Cys Gly Thr Gly Thr Cys Thr Cys Cys Cys Ala 
1365 1370 1375 

Cys Cys Cys Cys Cys Thr Cys Gly Gly Ala Gly Cys Gly Cys Thr Cys 
1380 1385 1390 

Ala Cys Thr Gly Cys Thr Cys Ala Gly Cys' Ala Cys Gly Gly Gly Cys 
1395 1400 1405 

Gly Ala Thr Gly Ala Ala Ala Ala Cys Thr Cys Cys Ala Cys Cys Cys 
1410 1415 1420 

Cys Cys Gly Gly Gly Gly Ala Cys Ala Cys Cys Thr Thr Thr Gly Gly 
1425 1430 1435 1440 

Thr Gly Ala Gly Ala Thr Gly Gly Thr Gly Ala Cys Ala Thr Cys Ala 
1445 1450 1455 

Cys Cys Thr Cys Thr Gly Ala Cys Gly Cys Ala Gly Cys Thr Gly Ala 
1460 1465 1470 

Cys Cys Cys Thr Gly Cys Ala Gly Gly Cys Cys Thr Cys Gly Cys Cys 
1475 1480 1485 



Ala Cys Thr Gly Cys Ala Gly Ala Thr Cys Cys Thr Cys Gly Thr Gly 
1490 1495 1500 



Ala Ala Gly Gly Ala Gly Gly Ala Gly Gly Gly Cys Cys Cys Cys Cys 
1505 1510 1515 " " " 1520 

Gly Gly Gly Cys Cys Gly Gly Gly Thr Cys Cys Thr Gly Thr Thr Gly 
1525 1530 1535 

Cys Cys Thr Gly Ala Gly Cys Cys Cys Thr Gly Gly Gly Gly Gly Gly 
1540 1545 1550 

Cys Gly Gly Gly Cys Gly Gly Ala Gly Cys Thr Ala Gly Ala Gly Gly 
1555 1560 1565 

Gly Gly Cys Gly Cys Gly Ala Cys Ala Ala Gly Gly Ala Cys Cys Ala 
157 ° 1575 1580 

Gly Ala Thr Gly Cys Thr Gly Cys Ala Gly Gly Ala Gly Ala Ala Ala 
1585 1590 1595 ' 1600 

Gly Ala Cys Ala Ala Gly Cys Ala Gly Ala Thr Cys Gly Ala Gly Gly 
1605 1610 1615 

Cys Gly Cys Thr Gly Ala Cys Gly Cys Gly Cys Ala Thr Gly Cys Thr 
1620 1625 1630 

Cys Cys Gly Gly Cys Ala Gly Ala Ala Gly Cys Ala Gly Cys Ala Gly 
1635 1640 1645 

Cys Thr Gly Gly Thr Gly Gly Ala Gly Cys Gly Gly Cys Thr Cys Ala 
16 50 1655 1660 

Ala Gly Cys Thr Gly Cys Ala Gly Cys Thr Gly Gly Ala Gly Cys Ala 
1665 1670 1675 1680 

Gly Gly Ala Gly Ala Ala Gly Cys Gly Ala Gly Cys Cys Cys Ala Gly 
1685 1690 1695 

Cys Ala Gly Cys Cys Cys Gly Cys Cys Cys Cys Cys Gly Cys Cys Cys 
1700 1705 1710 

Cys Cys Gly Cys Cys Cys Cys Cys Cys Thr Cys Gly Gly Cys Ala Cys 
1715 1720 1725 

Cys Cys Cys Cys Gly Thr Gly Ala Ala Gly Cys Ala Gly Gly Ala Gly 
1730 1735 1740 

Ala Ala Cys Ala Gly Cys Thr Thr Cys Thr Cys Cys Ala Gly Cys Thr 
1745 1750 1755 1760 

Gly Cys Cys Ala Gly Cys Thr Gly Ala Gly Cys Cys Ala Gly Cys Ala 
1765 1770 1775 

Gly Cys Cys Cys Cys Thr Gly Gly Gly Cys Cys Cys Cys Gly Cys Thr 
1780 1785 1790 



Cys Ala Cys Cys Cys Ala Thr Thr Cys Ala Ala Cys Cys Cys Cys Ala 
1795 1800 1805 

Gly Cys Cys Thr Gly Gly Cys Gly Gly Cys Cys Cys Cys Ala Gly Cys 
1810 1815 1820 

Cys Ala Cys Cys Ala Ala Cys Cys Ala Cys Ala Thr Ala Gly Ala Cys 
1825 1830 1835 " 1840 

Cys Cys Thr Thr Gly Thr Gly Cys Thr Gly Thr Gly Gly Cys Cys Cys 
1845 1850 ~ 1855 

Cys Gly Gly Gly Gly Cys Cys Cys Cys Cys Gly Thr Cys Cys Gly Thr 
I860 1865 ' 1870 

Gly Gly Thr Gly Gly Thr Gly Ala Ala Gly Cys Ala Gly Gly Ala Ala 
1875 1880 1885 

Gly Cys Cys Thr Thr Gly Cys Ala Gly Cys Cys Thr Gly Ala Gly Cys 
1890 1895 1900 

Cys Cys Gly Ala Gly Cys Cys Gly Gly Thr Cys Cys Cys Cys Gly Cys 
1905 1910 1915 " " 1920 

Cys Cys Cys Cys Cys Ala Gly Thr Thr Gly Cys Thr Thr Cys Thr Gly 
1925 1930 ~ 1935 

Gly Gly Gly Cys Cys Thr Cys Ala Gly Gly Gly Cys Cys Cys Cys Ala 
1940 1945 1950 

Gly Cys Cys Thr Cys Ala Thr Cys Ala Ala Gly Gly Gly Gly Gly Thr 
1955 I960 1965 

Thr Gly Cys Ala Cys Cys Thr Cys Cys Cys Ala Cys Cys Cys Thr Cys 
1970 1975 1980 

Ala Thr Cys Ala Cys Cys Gly Ala Cys Thr Cys Cys Ala Cys Ala Gly 
1985 1990 1995 2000 

Gly Gly Ala Cys Cys Cys Ala Cys Cys Thr Thr Gly Thr Cys Cys Thr 
2005 2010 ~ 2015 

Cys Ala Cys Cys Gly Thr Gly Ala Cys Cys Ala Ala Thr Ala Ala Gly 
2020 2025 2030 

Ala Ala Thr Gly Cys Ala Gly Ala Cys Ala Gly Cys Cys Cys Thr Gly 
2035 2040 2045 

Gly Cys Cys Thr Gly Thr Cys Cys Ala Gly Thr Gly Gly Gly Ala Gly 
2050 2055 2060 

Cys Cys Cys Cys Cys Ala Gly Cys Ala Gly Cys Cys Cys Thr Cys Gly 
2065 2070 2075 " 2080 



Thr Cys Cys Cys Ala Gly Cys Cys Thr Gly Gly Cys Thr Cys Thr Cys 
2085 2090 2095 



Cys Ala Gly Cys Gly Cys Cys Thr Gly Cys Cys Cys Cys Cys Thr Cys 
2100 2105 2110 

Thr Gly Cys Cys Cys Ala Gly Ala Thr Gly Gly Ala Cys Cys Thr Gly 
2115 2120 2125 

Gly Ala Gly Cys Ala Cys Cys Cys Ala Cys Thr Gly Cys Ala Gly Cys 
2130 2135 2140 

Cys Cys Cys Thr Cys Thr Thr Thr Gly Gly Gly Ala Cys Cys Cys Cys 
2145 2150 2155 " 2160 

Cys Ala Cys Thr Thr Cys Thr Cys Thr Gly Cys Thr Gly Ala Ala Gly 
2165 2170 2175 

Ala Ala Gly Gly Ala Ala Cys Cys Ala Cys Cys Thr Gly Gly Cys Thr 
2180 2185 2190 

Ala Thr Gly Ala Gly Gly Ala Ala Gly Cys Cys Ala Thr Gly Ala Gly 
2195 2200 2205 

Cys Cys Ala Gly Cys Ala Gly Cys Cys Cys Ala Ala Ala Cys Ala Gly 
2210 2215 2220 

Cys Ala Gly Gly Ala Ala Ala Ala Thr Gly Gly Thr Thr Cys Cys Thr 
2225 2230 2235 2240 

Cys Ala Ala Gly Cys Cys Ala Gly Cys Ala Gly Ala Thr Gly Gly Ala 
2245 2250 2255 

Cys Gly Ala Cys Cys Thr Gly Thr Thr Thr Gly Ala Cys Ala Thr Thr 
2260 2265 2270 

Cys Thr Cys Ala Thr Thr Cys Ala Gly Ala Gly Cys Gly Gly Ala Gly 
2275 2280 2285 

Ala Ala Ala Thr Thr Thr Cys Ala Gly Cys Ala Gly Ala Thr Thr Thr 
2290 2295 2300 

Cys Ala Ala Gly Gly Ala Gly Cys Cys Gly Cys Cys Ala Thr Cys Cys 
2305 2310 2315 2320 

Cys Thr Gly Cys Cys Ala Gly Gly Gly Ala Ala Gly Gly Ala Gly Ala 
2325 2330 2335 

Ala Gly Cys Cys Ala Thr Cys Cys Cys Cys Gly Ala Ala Gly Ala Cys 
2340 2345 2350 

Ala Gly Thr Cys Thr Gly Thr Gly Gly Gly Thr Cys Cys Cys Cys Cys 
2355 2360 2365 



Cys Thr Gly Gly Cys Ala Gly Cys Ala Cys Ala Gly Cys Cys Ala Thr 
2370 2375 2380 

Cys Ala Cys Cys Thr Thr Cys Thr Gly Cys Thr Gly Ala Gly Cys Thr 
2385 2390 2395 ~ 2400 

Cys Cys Cys Cys Cys Ala Gly Gly Cys Thr Gly Cys Cys Cys Cys Ala 
2405 2410 2415 

Cys Cys Thr Cys Cys Thr Cys Cys Ala Gly Gly Cys Thr Cys Ala Cys 
2420 2425 2430 

Cys Cys Thr Cys Cys Cys Thr Cys Cys Cys Thr Gly Gly Ala Cys Gly 
2435 2440 2445 

Cys Cys Thr Gly Gly Ala Gly Gly Ala Cys Thr Thr Cys Cys Thr Gly 
2450 2455 2460 

Gly Ala Gly Ala Gly Cys Ala Gly Cys Ala Cys Gly Gly Gly Gly Cys 
2465 2470 2475 2480 

Thr Gly Cys Cys Cys Cys Thr Gly Cys Thr Gly Ala Cys Cys Ala Gly 
2485 2490 2495 

Thr Gly Gly Gly Cys Ala Thr Gly Ala Cys Gly Gly Gly Cys Cys Ala 
2500 2505 2510 

Gly Ala Gly Cys Cys Cys Cys Thr Thr Thr Cys Cys Cys Thr Cys Ala 
2515 2520 2525 

Thr Thr Gly Ala Cys Gly Ala Cys Cys Thr Cys Cys Ala Thr Ala Gly 
2530 2535 2540 

Cys Cys Ala Gly Ala Thr Gly Cys Thr Gly Ala Gly Cys Ala Gly Cys 
2545 2550 2555 ' 2560 

Ala Cys Thr Gly Cys Cys Ala Thr Cys Cys Thr Gly Gly Ala Cys Cys 
2565 2570 2575 

Ala Cys Cys Cys Cys Cys Cys Gly Thr Cys Ala Cys Cys Cys Ala Thr 
2580 2585 2590 

Gly Gly Ala Cys Ala Cys Cys Thr Cys Gly Gly Ala Ala Thr Thr Gly 
2595 2600 2605 

Cys Ala Cys Thr Thr Thr Gly Thr Thr Cys Cys Thr Gly Ala Gly Cys 
2610 2615 2620 

Cys Cys Ala Gly Cys Ala Gly Cys Ala Cys Cys Ala Thr Gly Gly Gly 
2625 " 2630 2635 2640 

Cys Cys Thr Gly Gly Ala Cys Cys Thr Gly Gly Cys Thr Gly Ala Thr 
2645 2650 2655 



Gly Gly Cys Cys Ala Cys Cys Thr Gly Gly Ala Cys Ala Gly Cys Ala 
2660 2665 2670 

Thr Gly Gly Ala Cys Thr Gly Gly Cys Thr Gly Gly Ala Gly Cys Thr 
2675 2680 2685 

Gly Thr Cys Gly Thr Cys Ala Gly Gly Thr Gly Gly Thr Cys Cys Cys 
2690 2695 2700 

Gly Thr Gly Cys Thr Gly Ala Gly Cys Cys Thr Ala Gly Cys Cys Cys 
2705 2710 2715 2720 

Cys Cys Cys Thr Cys Ala Gly Cys Ala Cys Cys Ala Cys Ala Gly Cys 
2725 2730 2735 

Cys Cys Cys Cys Ala Gly Cys Cys Thr Cys Thr Thr Cys Thr Cys Cys 
2740 2745 2750 

Ala Cys Ala Gly Ala Cys Thr Thr Cys Cys Thr Cys Gly Ala Thr Gly 
2755 2760 2765 

Gly Cys Cys Ala Thr Gly Ala Thr Thr Thr Gly Cys Ala Gly Cys Thr 
2770 2775 2780 

Gly Cys Ala Cys Thr Gly Gly Gly Ala Thr Thr Cys Cys Thr Gly Cys 
2785 2790 2795 2800 

Thr Thr Gly Thr Ala Gly Cys Thr Cys Thr Cys Thr Gly Gly Cys Thr 
2805 2810 £ 2815 

Cys Ala Ala Gly Ala Cys Gly Gly Gly Gly Thr Gly Gly Gly Gly Ala 
2820 2825 ~ 2830 

Ala Gly Gly Gly Gly Cys Thr Gly Gly Gly Ala Gly Cys Cys Ala Gly 
2835 2840 2845 

Gly Gly Thr Ala Cys Thr Cys Cys Ala Ala Thr Gly Cys Gly Thr Gly 
2850 2855 2860 

Gly Cys Thr Cys Thr Cys Cys Thr Gly Cys Gly Thr Gly Ala Thr Thr 
2865 2870 2875 2880 

Cys Gly Gly Cys Cys Thr Cys Thr Cys Cys Ala Cys Ala Thr Gly Gly 
2885 2890 2895 

Thr Thr Gly Thr Gly Ala Gly Thr Cys Thr Thr Gly Ala Cys Ala Ala 
2900 2905 2910 

Thr Cys Ala Cys Ala Gly Cys Cys Cys Cys Thr Gly Cys Thr Thr Thr 
2915 2920 2925 

Thr Thr Cys Cys Cys Thr Thr Cys Cys Cys Thr Gly Gly Gly Ala Gly 
2930 2935 2940 



Gly Cys Thr Ala Gly Ala Ala Cys Ala Gly Ala Gly Ala Ala Gly Cys 
2945 2950 2955 2960 

Cys Cys Thr Thr Ala Cys Thr Cys Cys Thr Gly Gly Thr Thr Cys Ala 
2965 2970 2975 

Gly Thr Gly Cys Cys Ala Cys Gly Cys Ala Gly Gly Gly Cys Ala Gly 
2980 2985 2990 

Ala Gly Gly Ala Gly Ala Gly Cys Ala Gly Cys Thr Gly Thr Cys Ala 
2995 3000 3005 

Ala Gly Ala Ala Gly Cys Ala Gly Cys Cys Cys Thr Gly Gly Cys Thr 
3010 3015 3020 

Cys Thr Cys Ala Cys Gly Cys Thr Gly Gly Gly Gly Thr Thr Thr Thr 
3025 3030 3035 3040 

Gly Gly Ala Cys Ala Cys Ala Cys Gly Gly Thr Cys Ala Gly Gly Gly 
3045 3050 3055 

Thr Cys Ala Gly Gly Gly Cys Cys Ala Thr Thr Thr Cys Ala Gly Cys 
3060 3065 3070 

Thr Thr Gly Ala Cys Cys Thr Cys Cys Thr Thr Thr Thr Thr Thr Gly 
3075 3080 3085 

Ala Gly Gly Thr Cys Ala Gly Gly Gly Gly Gly Cys Ala Cys Thr Gly 
3090 3095 3100 

Thr Cys Thr Gly Thr Cys Thr Gly Gly Cys Thr Ala Cys Ala Ala Thr 
3105 3110 3115 3120 

Thr Thr Gly Gly Cys Thr Ala Ala Gly Gly Thr Ala Gly Gly Thr Gly 
3125 3130 3135 

Ala Ala Gly Cys Cys Thr Gly Gly Cys Cys Ala Gly Gly Cys Gly Gly 
3!40 3145 3150 

Gly Ala Gly Gly Cys Thr Thr Cys Thr Cys Thr Thr Cys Thr Gly Ala 
3155 3160 3165 

Cys Cys Cys Ala Gly Gly Gly Cys Thr Gly Ala Gly Ala Cys Ala Gly 
3170 3175 3180 

Gly Thr Thr Ala Ala Gly Gly Gly Gly Thr Gly Ala Ala Thr Cys Thr 
3185 3190 3195 3200 

Cys Cys Thr Thr Cys Cys Thr Thr Thr Cys Thr Cys Thr Cys Cys Cys 
3205 3210 3215 

Thr Gly Cys Thr Thr Thr Gly Cys Thr Gly Thr Gly Ala Ala Gly Gly 
3220 3225 3230 



Gly Ala Gly Ala Ala Ala Thr Thr Ala Gly Cys Cys Thr Gly Gly Gly 
3235 3240 3245 

Cys Cys Thr Cys Thr Ala Cys Cys Cys Cys Cys Thr Ala Thr Thr Cys 
3250 3255 3260 

Cys Cys Thr Gly Thr Gly Thr Cys Thr Gly Cys Cys Ala Ala Cys Cys 
3265 3270 3275 3280 

Cys Cys Ala Gly Gly Ala Thr Cys Cys Cys Ala Gly Gly Gly Cys Thr 
3285 3290 3295 

Cys Cys Cys Thr Gly Cys Cys Ala Thr Thr Thr Thr Ala Gly Thr Gly 
3300 3305 3310 

Thr Cys Thr Thr Gly Gly Thr Gly Thr Ala Gly Thr Gly Thr Ala Ala 
3315 3320 3325 

Cys Cys Ala Thr Thr Thr Ala Gly Thr Gly Gly Thr Thr Gly Gly Thr 
3330 3335 3340 

Gly Gly Cys Ala Ala Cys Ala Ala Thr Thr Thr Thr Ala Thr Gly Thr 
3345 3350 3355 3360 

Ala Cys Ala Gly Gly Thr Gly Thr Ala Thr Ala Thr Ala Cys Cys Thr 
3365 3370 ~ 3375 

Cys Thr Ala Thr Ala Thr Thr Ala Thr Ala Thr Ala Thr Cys Gly Ala 
3380 3385 3390 

Cys Ala Thr Ala Cys Ala Thr Ala Thr Ala Thr Ala Thr Thr Thr Thr 
3395 3400 3405 

Thr Gly Gly Gly Gly Gly Gly Gly Gly Gly Cys Gly Gly Ala Cys Ala 
3410 3415 3420 

Gly Gly Ala Gly Ala Thr Gly Gly Gly Thr Gly Cys Ala Ala Cys Thr 
3425 3430 3435 3440 

Cys Cys Cys Thr Cys Cys Cys Ala Thr Cys Cys Thr Ala Cys Thr Cys 
3445 3450 3455 

Thr Cys Ala Cys Ala Gly Ala Ala Gly Gly Gly Cys Cys Thr Gly Gly 
3460 3465 ~ 3470 

Ala Thr Gly Cys Ala Ala Gly Gly Thr Thr Ala Cys Cys Cys Thr Thr 
3475 3480 3485 

Gly Ala Gly Cys Thr Gly Thr Gly Thr Gly Cys Cys Ala Cys Ala Gly 
3490 3495 3500 

Thr Cys Thr Gly Gly Thr Gly Cys Cys Cys Ala Gly Thr Cys Thr Gly 
3505 3510 3515 * 3520 



Gly Cys Ala Thr Gly Cys Ala Gly Cys Thr Ala Cys Cys Cys Ala Gly 
3525 3530 ~ " 3535 

Gly Cys Cys Cys Ala Cys Cys Cys Ala Thr Cys Ala Cys Gly Thr Gly 
3540 3545 3550 

Thr Gly Ala Thr Thr Gly Ala Cys Ala Thr Gly Thr Ala Gly Gly Thr 
3555 3560 3565 

Ala Cys Cys Cys Thr Gly Cys Cys Ala Cys Gly Gly Cys Cys Thr Ala 
3570 3575 3580 

Thr Gly Cys Cys Cys Cys Ala Cys Cys Thr Gly Cys Cys Cys Thr Gly 
3585 3590 3595 3600 

Cys Thr Thr Cys Cys Thr Gly Gly Cys Thr Cys Cys Thr Thr Ala Thr 
3605 3610 3615 

Cys Ala Gly Thr Gly Cys Cys Ala Thr Gly Ala Gly Gly Gly Cys Ala 
3620 3625 3630 

Gly Ala Gly Gly Thr Gly Cys Thr Ala Cys Cys Thr Gly Gly Cys Cys 
3635 364 0 3645 

Thr Thr Cys Cys Thr Gly Cys Cys Ala Gly Gly Ala Gly Cys Thr Cys 
3^50 3655 3660 

Thr Cys Cys Ala Cys Cys Cys Ala Cys Thr Cys Ala Cys Ala Thr Thr 
3665 3670 3675 3680 

Cys Cys Gly Thr Cys Cys Cys Cys Gly Cys Cys Gly Cys Cys Thr Cys 
3685 3690 ~ 3695 

Ala Cys Thr Gly Cys Ala Gly Cys Cys Ala Gly Cys Gly Thr Gly Gly 
3700 3705 3710 

Thr Cys Cys Thr Ala Gly Gly Ala Cys Ala Gly Gly Ala Gly Gly Ala 
3715 3720 3725 

Gly Cys Thr Thr Cys Gly Gly Gly Cys Cys Cys Ala Gly Cys Thr Thr 
3730 3735 3740 

Cys Ala Cys Cys Cys Thr Gly Cys Gly Gly Thr Gly Gly Gly Gly Cys 
3745 3750 3755 * 3760 

Thr Gly Ala Gly Gly Gly Gly Thr Gly Gly Cys Cys Ala Thr Cys Thr 
3765 3770 3775 

Cys Cys Thr Gly Cys Cys Cys Thr Gly Gly Gly Gly Cys Cys Ala Cys 
3780 3785 3790 

Thr Gly Gly Cys Thr Thr Cys Ala Cys Ala Thr Thr Cys Thr Gly Gly 
3795 3800 3805 



Gly Cys Thr Gly Ala Cys Thr Cys Ala Thr Ala Gly Gly Gly Gly Ala 
3810 3815 3820 



Gly Thr Ala Gly Gly Gly Gly Thr Gly Gly Ala Gly Thr Cys Ala Cys 
3825 3830 3835 3840 

Cys Ala Ala Ala Ala Cys Cys Ala Gly Thr Gly Cys Thr Gly Gly Gly 
3845 3850 3855 

Ala Cys Ala Ala Ala Gly Ala Thr Gly Gly Gly Gly Ala Ala Gly Gly 
3860 3865 3870 

Thr Gly Thr Gly Thr Gly Ala Ala Cys Thr Thr Thr Thr Thr Ala Ala 
3875 3880 3885 

Ala Ala Thr Ala Ala Ala Cys Ala Cys Ala Ala Ala Ala Ala Cys Ala 
3890 3895 3900 

Cys Ala Gly 
W 3905 



\U <210> 25 

fll <211> 2424 

f*fc <212> DNA 

%j <213> Homo sapiens 

jU <220> 

III <221> CDS 

||| <222> (1) . . (2421) 

J* <4 00> 25 

J** 1 atg gat tct tec gtg aaa 
Met Asp Ser Ser Val Lys 
1 5 

. tec aag gca gca gat gca 
Ser Lys Ala Ala Asp Ala 
20 

ggg etc tct cca gat cag 
Gly Leu Ser Pro Asp Gin 
35 

gga tec acc cca gac ate 
Gly Ser Thr Pro Asp lie 
50 

cag gat etc act cct ggc 
Gin Asp Leu Thr Pro Gly 
65 70 

cag cca ggc aac cag tea 



gag get at a aaa ggt act gag gtg age etc 48 
Glu Ala lie Lys Gly Thr Glu Val Ser Leu 
10 15 

ttc gee ttt gag gat gac age agt aga gat 96 
Phe Ala Phe Glu Asp Asp Ser Ser Arg Asp 
25 30 

get agg age gag gac ccc cag ggc tct aca 144 
Ala Arg Ser Glu Asp Pro Gin Gly Ser Thr 
40 45 

aaa tec act gag get cct ctg gac aca ate 192 
Lys Ser Thr Glu Ala Pro Leu Asp Thr lie 
55 60 

tea gaa agt gac aag aat gat gca gee tec 240 
Ser Glu Ser Asp Lys Asn Asp Ala Ala Ser 
75 80 

gac cct ggg aag cag gtt etc ggc ccc etc 288 



Gin Pro Gly Asn Gin Ser Asp Pro Gly Lys Gin Val Leu Gly Pro Leu 
85 90 95 



m 



4 



age acc ccg att cct gtg cac act get gta aag tec aag tct ttg ggt 336 
Ser Thr Pro He Pro Val His Thr Ala Val Lys Ser Lys Ser Leu Gly 
100 105 110 

gac agt aag aac cgc cac aaa aag ccc aaa gac ccc aaa cca aag gtg 3 84 
Asp Ser Lys Asn Arg His Lys Lys Pro Lys Asp Pro Lys Pro Lys Val 
115 120 125 

aag aag etc aaa tac cat cag tac ate ccc cca gac cag aag gca gag 43 2 
Lys Lys Leu Lys Tyr His Gin Tyr He Pro Pro Asp Gin Lys Ala Glu 
130 135 140 

aac tct ccc cca ccc atg gac tct gec tat gec egg etc etc cag caa 480 
Asn Ser Pro Pro Pro Met Asp Ser Ala Tyr Ala Arg Leu Leu Gin Gin 
145 150 155 160 

cag cag eta ttc ctg cag eta cag ate etc age cag cag cag caa cag 528 
Gin Gin Leu Phe Leu Gin Leu Gin He Leu Ser Gin Gin Gin Gin Gin 
165 170 175 



cag cag caa cag cag cag cag caa cag cag cag cag cag cag cag cag 576 
Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin 
180 185 190 

egg ttc age tac cct ggg atg cac caa aca cac etc aaa gaa cca aat 624 
Arg Phe Ser Tyr Pro Gly Met His Gin Thr His Leu Lys Glu Pro Asn 
195 200 205 



gaa cag atg gec aga aat ccg aat cct tct tea aca cca ctg age aat 672 
jjjj Glu Gin Met Ala Arg Asn Pro Asn Pro Ser Ser Thr Pro Leu Ser Asn 
210 215 220 



acc cct eta tec cct gtc aaa aat agv att tct gga caa act ggt gtt 720 
Thr Pro Leu Ser Pro Val Lys Asn Xaa He Ser Gly Gin Thr Gly Val 



225 230 235 



240 



tct tct etc aaa cca ggc ccc etc cca ccc aac ctg gat gat etc aag 76 8 
Ser Ser Leu Lys Pro Gly Pro Leu Pro Pro Asn Leu Asp Asp Leu Lys 
245 250 255 

gtg tea gag tta aga caa cag ctt cga ate egg ggc ttg cca gtg tea 816 
Val Ser Glu Leu Arg Gin Gin Leu Arg He Arg Gly Leu Pro Val Ser 
260 265 270 

ggc acc aag aca gcg ctg gtg gac egg ctt cgt ccc ttc cag gat tgt 864 
Gly Thr Lys Thr Ala Leu Val Asp Arg Leu Arg Pro Phe Gin Asp Cys 
275 280 285 

get ggc aac cct gtg cec aac ttt ggg gac ate aca act gtc acc ttt 912 
Ala Gly Asn Pro Val Pro Asn Phe Gly Asp He Thr Thr Val Thr Phe 
290 295 " 300 



cct gtc acg ccc aac acc ttg ccc agt tat cag tec tec ccg aca ggc 960 
Pro Val Thr Pro Asn Thr Leu Pro Ser Tyr Gin Ser Ser Pro Thr Gly 
305 310 315 320 

ttc tac cac ttt ggc age aca age tec age cca ccc ate tec ccc gee 1008 
Phe Tyr His Phe Gly Ser Thr Ser Ser Ser Pro Pro He Ser Pro Ala 
325 330 335 

tea tct gac ttg tec get gca ggg tec ctg cca gac acc ttc acc gat 1056 
Ser Ser Asp Leu Ser Ala Ala Gly Ser Leu Pro Asp Thr Phe Thr Asp 
340 345 350 

gcg tea cct ggc ttc ggc ctg cac gca tct ccg gtg ccc gec tgc acg 1104 
Ala Ser Pro Gly Phe Gly Leu His Ala Ser Pro Val Pro Ala Cys Thr 
355 360 365 

gac gag agt ctg ctg age age ctg aat ggg ggc teg ggc ccc tec gag 1152 
Asp Glu Ser Leu Leu Ser Ser Leu Asn Gly Gly Ser Gly Pro Ser Glu 
370 375 380 



cct gat ggg eta gac tct gag aag gac aag atg ctg gtg gag aag cag 1200 
PI Pro Asp Gly Leu Asp Ser Glu Lys Asp Lys Met Leu Val Glu Lys Gin 
Hi) 3 85 390 395 400 



ii y 



aaa gtg ate aac cag etc acc tgg aag ctg egg caa gag cag egg cag 1248 
Lys Val He Asn Gin Leu Thr Trp Lys Leu Arg Gin Glu Gin Arg Gin 
405 410 415 

gtg gaa gag ctg aga atg caa ctg cag aag cag aag age age tgc age 1296 
Val Glu Glu Leu Arg Met Gin Leu Gin Lys Gin Lys Ser Ser Cys Ser 
420 425 430 

gac cag aag cca etc ccc ttc ttg gec acc acc ate aaa cag gaa gat 1344 
Asp Gin Lys Pro Leu Pro Phe Leu Ala Thr Thr He Lys Gin Glu Asp 
435 440 445 

gtc tec age tgc ccc ttc gca ccc cag cag gcg tct ggg aag gga cag 1392 
Val Ser Ser Cys Pro Phe Ala Pro Gin Gin Ala Ser Gly Lys Gly Gin 
450 455 460 

ggc cac age tct gac agt ccc cct ccg get tgt gag acg get cag ctg 1440 
Gly His Ser Ser Asp Ser Pro Pro Pro Ala Cys Glu Thr Ala Gin Leu 
46 5 470 475 480 

ctg cct cac tgt gtg gag tec tea ggt caa acc cat gta etc teg tec 1488 
Leu Pro His Cys Val Glu Ser Ser Gly Gin Thr His Val Leu Ser Ser 
485 490 495 

acg ttt etc age ccc cag tgc tec cct cag cac teg ccc cgt ggg ggc 1536 
Thr Phe Leu Ser Pro Gin Cys Ser Pro Gin His Ser Pro Arg Gly Gly 
500 505 510 

ctg aag age ccg cag cac ate age ctg cct cca tea ccc aac aac cat 1584 



Leu Lys Ser Pro Gin His lie Ser Leu Pro Pro Ser Pro Asn Asn His 
515 520 525 



III 



tac ttc ctg get tec tct teg gga get cag aga gag aac cat ggg gtc 1632 
Tyr Phe Leu Ala Ser Ser Ser Gly Ala Gin Arg Glu Asn His Gly Val 
530 535 540 

tct tea ccc age age age caa ggg tgc gca cag atg act ggt tta caa 1680 
Ser Ser Pro Ser Ser Ser Gin Gly Cys Ala Gin Met Thr Gly Leu Gin 
545 550 555 ~ 560 

tct tct gac aag gtg ggg cca acg ttt tea att cca tec cca act ttt 172 8 
Ser Ser Asp Lys Val Gly Pro Thr Phe Ser He Pro Ser Pro Thr Phe 
565 570 575 

tct aag tea agt tea gca gtt tea gat ate ace cag ccc cca tec tat 1776 
Ser Lys Ser Ser Ser Ala Val Ser Asp He Thr Gin Pro Pro Ser Tyr 
580 585 590 

gaa gat gca gtg aag cag caa atg act egg agt cag cag atg gac gaa 1824 
Glu Asp Ala Val Lys Gin Gin Met Thr Arg Ser Gin Gin Met Asp Glu 
595 600 605 



«;p etc ctg gat gtc etc att gaa agt gga gaa atg cca gee gat gee agg 1872 
Leu Leu Asp Val Leu He Glu Ser Gly Glu Met Pro Ala Asp Ala Arg 

r ! 610 615 



3 

;; . 



620 



gaa gat cat tea tgt ctt cag aaa att cca aag ate cct ggg tec tec 
Glu Asp His Ser Cys Leu Gin Lys He Pro Lys He Pro Gly Ser Ser 
625 630 635 640 



agt get cac gag etc ttg cct ggg ccc etc tec ccg atg cat gca cag 
Ser Ala His Glu Leu Leu Pro Gly Pro Leu Ser Pro Met His Ala Gin 
725 730 735 



1920 



p tgc age cca act gee ate ccc ccg aag ccc teg get tec ttt gag cag 1968 

f j Cys Ser Pro Thr Ala He Pro Pro Lys Pro Ser Ala Ser Phe Glu Gin 

H 645 650 655 

gca tct teg gga ggc cag atg gee ttc gat cac tac gca aac gac agt 2016 

Ala Ser Ser Gly Gly Gin Met Ala Phe Asp His Tyr Ala Asn Asp Ser 
660 665 670 

gac gaa cac ctg gaa gtc tta ttg aat tct cac age ccc ate gga aag 2 0 64 

Asp Glu His Leu Glu Val Leu Leu Asn Ser His Ser Pro He Gly Lys 
675 680 685 

gtg age gat gtt ace etc etc aaa ate gga age gag gag cct cct ttt 2112 

Val Ser Asp Val Thr Leu Leu Lys He Gly Ser Glu Glu Pro Pro Phe 
690 695 700 

gac age ate atg gat ggc ttc cca ggg aag get gcg gaa gat etc ttc 2160 

Asp Ser He Met Asp Gly Phe Pro Gly Lys Ala Ala Glu Asp Leu Phe 
705 710 715 ^ 720 



2208 



ttg tea cct cct tct gtg gac age agt ggt ctg cag ctg age tta ccg 2256 
Leu Ser Pro Pro Ser Val Asp Ser Ser Gly Leu Gin Leu Ser Leu Pro 
740 745 750 



ill 



gaa tct cct tgg gaa aca atg gaa tgg ctg gac etc act cca cct agt 2304 
Glu Ser Pro Trp Glu Thr Met Glu Trp Leu Asp Leu Thr Pro Pro Ser 
755 760 765 

tec acg cca ggc ttc age aac ctt acc tec agt ggg ccc age att ttc 2352 
Ser Thr Pro Gly Phe Ser Asn Leu Thr Ser Ser Gly Pro Ser He Phe 
770 775 780 

aac ate gat ttt ctg gat gtt aca gat ctt aat ctg aat tec cct atg 2400 
Asn He Asp Phe Leu Asp Val Thr Asp Leu Asn Leu Asn Ser Pro Met 
785 790 795 800 

gat etc cac tta cag cag tgg taa 2424 
Asp Leu His Leu Gin Gin Trp 
805 



m <210> 26 



<211> 807 
<212> PRT 
<213> Homo sapiens 

<400> 26 

Met Asp Ser Ser Val Lys Glu Ala He Lys Gly Thr Glu Val Ser Leu 
15 10 15 

Ser Lys Ala Ala Asp Ala Phe Ala Phe Glu Asp Asp Ser Ser Arg Asp 
2 0 25 3 0 

Gly Leu Ser Pro Asp Gin Ala Arg Ser Glu Asp Pro Gin Gly Ser Thr 
35 40 " 45 

Gly Ser Thr Pro Asp He Lys Ser Thr Glu Ala Pro Leu Asp Thr He 
50 55 60 

Gin Asp Leu Thr Pro Gly Ser Glu Ser Asp Lys Asn Asp Ala Ala Ser 
65 70 75 80 

Gin Pro Gly Asn Gin Ser Asp Pro Gly Lys Gin Val Leu Gly Pro Leu 
85 90 95 

Ser Thr Pro He Pro Val His Thr Ala Val Lys Ser Lys Ser Leu Gly 
100 105 110 

Asp Ser Lys Asn Arg His Lys Lys Pro Lys Asp Pro Lys Pro Lys Val 
115 120 125 



Lys Lys Leu Lys Tyr His Gin Tyr He Pro Pro Asp Gin Lys Ala Glu 
130 135 140 



Asn Ser Pro Pro Pro Met Asp Ser Ala Tyr Ala Arg Leu Leu Gin Gin 
145 150 155 160 



Gin Gin Leu Phe Leu Gin Leu Gin He Leu Ser Gin Gin Gin Gin Gin 
165 170 175 

Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin 
180 185 190 

Arg Phe Ser Tyr Pro Gly Met His Gin Thr His Leu Lys Glu Pro Asn 
195 200 205 

Glu Gin Met Ala Arg Asn Pro Asn Pro Ser Ser Thr Pro Leu Ser Asn 
210 215 220 

Thr Pro Leu Ser Pro Val Lys Asn Xaa He Ser Gly Gin Thr Gly Val 
225 230 235 ~ 240 

Ser Ser Leu Lys Pro Gly Pro Leu Pro Pro Asn Leu Asp Asp Leu Lys 
24 5 25 0 2 55 

Val Ser Glu Leu Arg Gin Gin Leu Arg He Arg Gly Leu Pro Val Ser 
260 265 270 

Gly Thr Lys Thr Ala Leu Val Asp Arg Leu Arg Pro Phe Gin Asp Cys 
275 280 285 

Ala Gly Asn Pro Val Pro Asn Phe Gly Asp He Thr Thr Val Thr Phe 
290 295 300 

Pro Val Thr Pro Asn Thr Leu Pro Ser Tyr Gin Ser Ser Pro Thr Gly 
305 310 315 320 

Phe Tyr His Phe Gly Ser Thr Ser Ser Ser Pro Pro He Ser Pro Ala 
325 330 335 

Ser Ser Asp Leu Ser Ala Ala Gly Ser Leu Pro Asp Thr Phe Thr Asp 
34 0 345 350 

Ala Ser Pro Gly Phe Gly Leu His Ala Ser Pro Val Pro Ala Cys Thr 
355 360 365 

Asp Glu Ser Leu Leu Ser Ser Leu Asn Gly Gly Ser Gly Pro Ser Glu 
370 375 380 

Pro Asp Gly Leu Asp Ser Glu Lys Asp Lys Met Leu Val Glu Lys Gin 
385 390 395 400 



Lys Val He Asn Gin Leu Thr Trp Lys Leu Arg Gin Glu Gin Arg Gin 
405 410 415 



Val Glu Glu Leu Arg Met Gin Leu Gin Lys Gin Lys Ser Ser Cys Ser 
42 0 425 43 0 



Asp Gin Lys Pro Leu Pro Phe Leu Ala Thr Thr lie Lys Gin Glu Asp 
435 440 445 



Val Ser Ser Cys Pro 
450 

Gly His Ser Ser Asp 
465 

Leu Pro His Cys Val 
485 

Thr Phe Leu Ser Pro 
500 

Leu Lys Ser Pro Gin 
515 

Tyr Phe Leu Ala Ser 
530 

Ser Ser Pro Ser Ser 
545 

Ser Ser Asp Lys Val 
565 

Ser Lys Ser Ser Ser 
580 

Glu Asp Ala Val Lys 
595 

Leu Leu Asp Val Leu 
610 

Glu Asp His Ser Cys 
62 5 

Cys Ser Pro Thr Ala 
645 

Ala Ser Ser Gly Gly 
660 

Asp Glu His Leu Glu 
675 

Val Ser Asp Val Thr 
690 



Phe Ala Pro Gin Gin Ala 
455 

Ser Pro Pro Pro Ala Cys 
470 475 

Glu Ser Ser Gly Gin Thr 
490 

Gin Cys Ser Pro Gin His 
505 

His lie Ser Leu Pro Pro 
520 

Ser Ser Gly Ala Gin Arg 
535 

Ser Gin Gly Cys Ala Gin 
550 555 

Gly Pro Thr Phe Ser He 
570 

Ala Val Ser Asp He Thr 
585 

Gin Gin Met Thr Arg Ser 
600 

He Glu Ser Gly Glu Met 
615 

Leu Gin Lys He Pro Lys 
630 635 

He Pro Pro Lys Pro Ser 
650 

Gin Met Ala Phe Asp His 
665 

Val Leu Leu Asn Ser His 
680 

Leu Leu Lys He Gly Ser 

695 



Ser Gly Lys Gly Gin 
460 

Glu Thr Ala Gin Leu 
480 

His Val Leu Ser Ser 
495 

Ser Pro Arg Gly Gly 
510 

Ser Pro Asn Asn His 
525 

Glu Asn His Gly Val 
540 

Met Thr Gly Leu Gin 
560 

Pro Ser Pro Thr Phe 
575 

Gin Pro Pro Ser Tyr 
590 

Gin Gin Met Asp Glu 
605 

Pro Ala Asp Ala Arg 
620 

He Pro Gly Ser Ser 
640 

Ala Ser Phe Glu Gin 
655 

Tyr Ala Asn Asp Ser 
670 

Ser Pro He Gly Lys 
685 

Glu Glu Pro Pro Phe 
700 



Asp Ser He Met Asp Gly Phe Pro Gly Lys Ala Ala Glu Asp Leu Phe 
705 710 715 ~ 720 



Ser Ala His Glu Leu Leu Pro Gly Pro Leu Ser Pro Met His Ala Gin 
725 730 735 



Leu Ser Pro Pro Ser Val Asp Ser Ser Gly Leu Gin Leu Ser Leu Pro 
740 745 750 

Glu Ser Pro Trp Glu Thr Met Glu Trp Leu Asp Leu Thr Pro Pro Ser 
755 760 765 

Ser Thr Pro Gly Phe Ser Asn Leu Thr Ser Ser Gly Pro Ser He Phe 
770 775 780 

Asn He Asp Phe Leu Asp Val Thr Asp Leu Asn Leu Asn Ser Pro Met 
785 790 795 800 

Asp Leu His Leu Gin Gin Trp 
805 



<210> 27 

<211> 3063 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (247) . . (3060) 
<400> 27 

gacgtcgcat gctcccggcc gccatggcgg ccgcgggaat tcgattgact cctggagccc 60 

gtcagtatcg gcggaattcg cggccgcgtc gacctggctg ccactgtact cctacccagg 12 0 

ggagctcacg gagagttgga tgaattctgg gttgttagct gcggtcagct gggctcccgg 180 

gagcctgttg ctggtggaga acagggggcg cctggccaag ggaccagcgg cttgctgaga 240 

ctcaac atg aca etc ctg ggg tct gag cat tec ttg ctg att agg age 288 
Met Thr Leu Leu Gly Ser Glu His Ser Leu Leu He Arg Ser 
1 5 10 

aag ttc aga tea gtt tta cag tta aga ctt caa caa aga agg acc cag 33 6 
Lys Phe Arg Ser Val Leu Gin Leu Arg Leu Gin Gin Arg Arg Thr Gin 
15 20 25 " " 3 0 

gaa caa ctg get aac caa ggc ata ata cca cca ctg aaa cgt cca get 384 
Glu Gin Leu Ala Asn Gin Gly He He Pro Pro Leu Lys Arg Pro Ala 
35 40 45 



gaa ttc cat gag caa aga aaa cat ttg gat agt gac aag get aaa aat 
Glu Phe His Glu Gin Arg Lys His Leu Asp Ser Asp Lys Ala Lys Asn 
50 55 60 



432 



tec ctg aag cgc aaa gec aga aac agg tgc aac agt gec gac ttg gtt 4 80 
Ser Leu Lys Arg Lys Ala Arg Asn Arg Cys Asn Ser Ala Asp Leu Val 
65 70 75 

aat atg cac ata etc caa get tec act gca gag agg tec att cca act 528 
Asn Met His He Leu Gin Ala Ser Thr Ala Glu Arg Ser He Pro Thr 
80 85 90 

get cag atg aag ctg aaa aga gec cga etc gec gat gat etc aat gaa 576 
Ala Gin Met Lys Leu Lys Arg Ala Arg Leu Ala Asp Asp Leu Asn Glu 
95 100 105 110 

aaa att get eta cga cca ggg cca ctg gag ctg gtg gaa aaa aac att 624 
Lys He Ala Leu Arg Pro Gly Pro Leu Glu Leu Val Glu Lys Asn He 
115 120 125 

ctt cct gtg gat tct get gtg aaa gag gee ata aaa ggt aac cag gtg 672 
Leu Pro Val Asp Ser Ala Val Lys Glu Ala He Lys Gly Asn Gin Val 
130 135 140 

!*J agt ttc tec aaa tec acg gat get ttt gee ttt gaa gag gac age age 72 0 

II Ser Phe Ser Lys Ser Thr Asp Ala Phe Ala Phe Glu Glu Asp Ser Ser 

|I 145 150 155 

wll age gat ggg ctt tct ccg gat cag act cga agt gaa gac ccc caa aac 76 8 

Ser Asp Gly Leu Ser Pro Asp Gin Thr Arg Ser Glu Asp Pro Gin Asn 
160 165 170 

|hJ tca g°g gga tec ccg cca gac get aaa gec tea gat ace cct teg aca 816 
|Jj Ser Ala Gly Ser Pro Pro Asp Ala Lys Ala Ser Asp Thr Pro Ser Thr 
175 180 185 ~ 190 

W ggt tct ctg ggg aca aac cag gat ctt get tct ggc tca gaa aat gac 864 
|<* Gly Ser Leu Gly Thr Asn Gin Asp Leu Ala Ser Gly Ser Glu Asn Asp 

195 200 205 

aga aat gac tca gee tca cag ccc age cac cag tca gat gcg ggg aag 912 
Arg Asn Asp Ser Ala Ser Gin Pro Ser His Gin Ser Asp Ala Gly Lys 
210 215 ' 220 

cag ggg ctt ggc ccc ccc age acc ccc ata gec gtg cat get get gta 960 
Gin Gly Leu Gly Pro Pro Ser Thr Pro He Ala Val His Ala Ala Val 
225 230 235 

aag tec aaa tec ttg ggt gac agt aag aac cgc cac aaa aag ccc aag 1008 
Lys Ser Lys Ser Leu Gly Asp Ser Lys Asn Arg His Lys Lys Pro Lys 
240 245 250 

gac ccc aag cca aag gtg aag aag ctt aaa tat cac cag tac att ccc 1056 
Asp Pro Lys Pro Lys Val Lys Lys Leu Lys Tyr His Gin Tyr He Pro 
255 260 265 270 

cca gac cag aag gca gag aag tec cct cca cct atg gac tca gec tac 1104 



Pro Asp Gin Lys Ala Glu Lys Ser Pro Pro Pro Met Asp Ser Ala Tyr 
275 280 285 



get egg ctg etc cag caa cag cag ctg ttc ctg cag etc caa ate etc 1152 
Ala Arg Leu Leu Gin Gin Gin Gin Leu Phe Leu Gin Leu Gin lie Leu 
290 295 300 

age cag cag cag cag cag cag caa cac cga ttc age tac eta ggg atg 1200 
Ser Gin Gin Gin Gin Gin Gin Gin His Arg Phe Ser Tyr Leu Gly Met 
305 310 315 

cac caa get cag ctt aag gaa cca aat gaa cag atg gtc aga aat cca 1248 
His Gin Ala Gin Leu Lys Glu Pro Asn Glu Gin Met Val Arg Asn Pro 
320 325 330 

aac tct tct tea acg cca ctg age aat ace ccc ttg tct cct gtc aaa 1296 
Asn Ser Ser Ser Thr Pro Leu Ser Asn Thr Pro Leu Ser Pro Val Lys 
335 340 345 350 

aac agt ttt tct gga caa act ggt gtc tct tct ttc aaa cca ggc cca 1344 
Asn Ser Phe Ser Gly Gin Thr Gly Val Ser Ser Phe Lys Pro Gly Pro 
355 360 365 



J| ctc cca cct aac ct 9 gat gat ctg aag gtc tct gaa tta aga caa cag 1392 

pi Leu Pro Pro Asn Leu Asp Asp Leu Lys Val Ser Glu Leu Arg Gin Gin 

IUl 370 375 380 

ctt cga att egg ggc ttg cct gtg tea ggc ace aaa acg get ctc atg 144 0 

J , L ^u Arg He Arg Gly Leu Pro Val Ser Gly Thr Lys Thr Ala Leu Met 

!!! 385 390 395 



gac egg ctt cga ccc ttc cag gac tge tct ggc aac cca gtg ccg aac 14 88 
Asp Arg Leu Arg Pro Phe Gin Asp Cys Ser Gly Asn Pro Val Pro Asn 
400 405 410 

ttt ggg gat ata acg act gtc act ttt cct gtc aca ccc aac acg ctg 1536 
Phe Gly Asp He Thr Thr Val Thr Phe Pro Val Thr Pro Asn Thr Leu 
415 420 425 430 

ccc aat tac cag tct tec tct tct ace agt gee ctg tec aac ggc ttc 1584 
Pro Asn Tyr Gin Ser Ser Ser Ser Thr Ser Ala Leu Ser Asn Gly Phe 
435 440 445 

tac cac ttt ggc age acc age tec age ccc ccg ate tec cca gec tec 1632 
Tyr His Phe Gly Ser Thr Ser Ser Ser Pro Pro He Ser Pro Ala Ser 
450 455 460 

tct gac ctg tea gtc get ggg tec ctg ccg gac acc ttc aat gat gec 1680 
Ser Asp Leu Ser Val Ala Gly Ser Leu Pro Asp Thr Phe Asn Asp Ala 
465 470 475 

tec ccc tec ttc ggc ctg cac ccg tec cca gtc cac gtg tgc acg gag 172 8 
Ser Pro Ser Phe Gly Leu His Pro Ser Pro Val His Val Cys Thr Glu 
480 485 490 



gaa agt etc atg age age ctg aat ggg ggc tct gtt cct tct gag ctg 1776 
Glu Ser Leu Met Ser Ser Leu Asn Gly Gly Ser Val Pro Ser Glu Leu 
495 500 505 510 

gat ggg ctg gac tec gag aag gac aag atg ctg gtg gag aag cag aag 1824 
Asp Gly Leu Asp Ser Glu Lys Asp Lys Met Leu Val Glu Lys Gin Lys 
515 520 525 

gtg ate aat gaa etc ace tgg aaa etc cag caa gag cag agg cag gtg 1872 
Val lie Asn Glu Leu Thr Trp Lys Leu Gin Gin Glu Gin Arg Gin Val 
530 535 540 

gag gag ctg agg atg cag ctt cag aag cag aaa agg aat aac tgt tea 1920 
Glu Glu Leu Arg Met Gin Leu Gin Lys Gin Lys Arg Asn Asn Cys Ser 
545 550 555 

gag aag aag ccg ctg cct ttc ctg get gec tec ate aag cag gaa gag 196 8 
Glu Lys Lys Pro Leu Pro Phe Leu Ala Ala Ser lie Lys Gin Glu Glu 
560 565 570 



get gtc tec age tgt cct ttt gca tec caa gta cct gtg aaa aga caa 2016 

III Ala Val Ser Ser Cys Pro Phe Ala Ser Gin Val Pro Val Lys Arg Gin 

tfl 575 580 585 590 

III 

m age age age tea gag tgt cac cca ccg get tgt gaa get get caa etc 2 064 

%j Ser Ser Ser Ser Glu Cys His Pro Pro Ala Cys Glu Ala Ala Gin Leu 

595 600 605 



'A ? 



cag cct ctt gga aat get cat tgt gtg gag tec tea gat caa ace aat 2112 
Gin Pro Leu Gly Asn Ala His Cys Val Glu Ser Ser Asp Gin Thr Asn 
610 615 620 

gta ctt tct tec aca ttt etc age ccc cag tgt tec cct cag cat tea 2160 
Val Leu Ser Ser Thr Phe Leu Ser Pro Gin Cys Ser Pro Gin His Ser 
625 630 635 

ccg ctg ggg get gtg aaa age cca cag cac ate agt ttg ccc cca tea 220 8 
Pro Leu Gly Ala Val Lys Ser Pro Gin His He Ser Leu Pro Pro Ser 
640 645 650 

ccc aac aac cct cac ttt ctg ccc tea tec tec ggg gee cag gga gaa 2256 
Pro Asn Asn Pro His Phe Leu Pro Ser Ser Ser Gly Ala Gin Gly Glu 
655 660 665 " 670 

ggg cac agg gtc tec teg ccc ate age age cag gtg tgc act gca cag 23 04 
Gly His Arg Val Ser Ser Pro He Ser Ser Gin Val Cys Thr Ala Gin 
675 680 685 

atg get ggt tta cac tct tct gat aag gtg ggg cca aag ttt tea att 2352 
Met Ala Gly Leu His Ser Ser Asp Lys Val Gly Pro Lys Phe Ser He 
690 695 700 

cca tec cca act ttt tct aag tea agt tea gca att tea gag gta aca 2400 



Pro Ser Pro Thr Phe Ser Lys Ser Ser Ser Ala He Ser Glu Val Thr 
705 710 715 



cag cct cca tec tat gaa gat gec gta aag cag caa atg acc egg agt 2448 
Gin Pro Pro Ser Tyr Glu Asp Ala Val Lys Gin Gin Met Thr Arg Ser 
720 725 730 

cag cag atg gat gaa etc ctg gac gtg ctt att gaa age gga gaa atg 2496 
Gin Gin Met Asp Glu Leu Leu Asp Val Leu He Glu Ser Gly Glu Met 
735 740 745 750 

cca gca gac get aga gag gat cac tea tgt ctt caa aaa gtc cca aag 2544 
Pro Ala Asp Ala Arg Glu Asp His Ser Cys Leu Gin Lys Val Pro Lys 
755 760 765 

ata ccc aga tct tec cga agt cca act get gtc etc acc aag ccc teg 2592 
lie Pro Arg Ser Ser Arg Ser Pro Thr Ala Val Leu Thr Lys Pro Ser 
770 775 780 

§4 get tec ttt gaa caa gee tct tea ggc age cag ate ccc ttt gat ccc 2640 
Q Ala Ser Phe Glu Gin Ala Ser Ser Gly Ser Gin He Pro Phe Asp Pro 
ft 785 790 795 

ft! 

kl} tat gcc acc gac agt gat gag cat ctt gaa 9 tc tta tta aat tcc ca 9 2688 

|ij Tyr Ala Thr Asp Ser Asp Glu His Leu Glu Val Leu Leu Asn Ser Gin 

P 800 805 810 

%l 

age ccc eta gga aag atg agt gat gtc acc ctt eta aaa att ggg age 273 6 

* Ser Pro Leu Gly Lys Met Ser Asp Val Thr Leu Leu Lys He Gly Ser 

815 820 825 830 



If!; H 



111 gaa gag cct cac ttt gat ggg ata atg gat gga ttc tct ggg aag get 2784 
1$ Glu Glu Pro His Phe Asp Gly He Met Asp Gly Phe Ser Gly Lys Ala 
Q 835 84 0 845 

£k 

gca gaa gac etc ttc aat gca cat gag ate ttg cca ggc ccc etc tct 2832 

Ala Glu Asp Leu Phe Asn Ala His Glu He Leu Pro Gly Pro Leu Ser 

850 855 860 

cca atg cag aca cag ttt tea ccc tct tct gtg gac age aat ggg ctg 2880 
Pro Met Gin Thr Gin Phe Ser Pro Ser Ser Val Asp Ser Asn Gly Leu 
865 870 875 

cag tta age ttc act gaa tct ccc tgg gaa acc atg gag tgg ctg gac 292 8 
Gin Leu Ser Phe Thr Glu Ser Pro Trp Glu Thr Met Glu Trp Leu Asp 
880 885 890 

etc act ccg cca aat tcc aca cca ggc ttt age gcc etc acc acc age 2976 
Leu Thr Pro Pro Asn Ser Thr Pro Gly Phe Ser Ala Leu Thr Thr Ser 
895 900 905 910 



age ccc age ate ttc aac ate gat ttc ctg gat gtc act gat etc aat 
Ser Pro Ser He Phe Asn He Asp Phe Leu Asp Val Thr Asp Leu Asn 
915 92 0 925 



3024 



ttg aat tct tec atg gac ctt cac ttg cag cag tgg tag 
Leu Asn Ser Ser Met Asp Leu His Leu Gin Gin Trp 
930 935 



<210> 28 

<211> 938 

<212> PRT 

<213> Homo sapiens 



<400> 28 

Met Thr Leu Leu Gly Ser Glu His Ser Leu Leu He Arg Ser Lys Phe 
15 10 15 

Arg Ser Val Leu Gin Leu Arg Leu Gin Gin Arg Arg Thr Gin Glu Gin 
20 25 30 

Leu Ala Asn Gin Gly He He Pro Pro Leu Lys Arg Pro Ala Glu Phe 
35 40 45 

His Glu Gin Arg Lys His Leu Asp Ser Asp Lys Ala Lys Asn Ser Leu 
50 55 60 

Lys Arg Lys Ala Arg Asn Arg Cys Asn Ser Ala Asp Leu Val Asn Met 
65 70 75 80 

His He Leu Gin Ala Ser Thr Ala Glu Arg Ser He Pro Thr Ala Gin 
85 90 95 

Met Lys Leu Lys Arg Ala Arg Leu Ala Asp Asp Leu Asn Glu Lys He 
100 105 110 

Ala Leu Arg Pro Gly Pro Leu Glu Leu Val Glu Lys Asn He Leu Pro 
115 120 125 

Val Asp Ser Ala Val Lys Glu Ala He Lys Gly Asn Gin Val Ser Phe 
130 135 140 

Ser Lys Ser Thr Asp Ala Phe Ala Phe Glu Glu Asp Ser Ser Ser Asp 
145 150 155 160 

Gly Leu Ser Pro Asp Gin Thr Arg Ser Glu Asp Pro Gin Asn Ser Ala 
165 170 175 

Gly Ser Pro Pro Asp Ala Lys Ala Ser Asp Thr Pro Ser Thr Gly Ser 
180 185 190 

Leu Gly Thr Asn Gin Asp Leu Ala Ser Gly Ser Glu Asn Asp Arg Asn 
195 200 205 



Asp Ser Ala Ser Gin Pro Ser His Gin Ser Asp Ala Gly Lys Gin Gly 
210 215 220 



Leu Gly Pro Pro Ser Thr Pro He Ala Val His Ala Ala Val Lys Ser 
225 230 235 240 



Lys Ser Leu Gly Asp Ser Lys Asn Arg His Lys Lys Pro Lys Asp Pro 
245 250 255 

Lys Pro Lys Val Lys Lys Leu Lys Tyr His Gin Tyr He Pro Pro Asp 
260 265 270 

Gin Lys Ala Glu Lys Ser Pro Pro Pro Met Asp Ser Ala Tyr Ala Arg 
275 280 285 

Leu Leu Gin Gin Gin Gin Leu Phe Leu Gin Leu Gin He Leu Ser Gin 
290 295 300 

Gin Gin Gin Gin Gin Gin His Arg Phe Ser Tyr Leu Gly Met His Gin 
305 310 315 320 

Ala Gin Leu Lys Glu Pro Asn Glu Gin Met Val Arg Asn Pro Asn Ser 
325 330 335 

Ser Ser Thr Pro Leu Ser Asn Thr Pro Leu Ser Pro Val Lys Asn Ser 
340 345 350 

Phe Ser Gly Gin Thr Gly Val Ser Ser Phe Lys Pro Gly Pro Leu Pro 
355 360 365 

Pro Asn Leu Asp Asp Leu Lys Val Ser Glu Leu Arg Gin Gin Leu Arg 
370 375 380 

He Arg Gly Leu Pro Val Ser Gly Thr Lys Thr Ala Leu Met Asp Arg 
385 390 395 400 

Leu Arg Pro Phe Gin Asp Cys Ser Gly Asn Pro Val Pro Asn Phe Gly 
405 410 415 

Asp He Thr Thr Val Thr Phe Pro Val Thr Pro Asn Thr Leu Pro Asn 
420 425 430 

Tyr Gin Ser Ser Ser Ser Thr Ser Ala Leu Ser Asn Gly Phe Tyr His 
435 440 445 

Phe Gly Ser Thr Ser Ser Ser Pro Pro He Ser Pro Ala Ser Ser Asp 
450 455 460 

Leu Ser Val Ala Gly Ser Leu Pro Asp Thr Phe Asn Asp Ala Ser Pro 
465 470 475 480 

Ser Phe Gly Leu His Pro Ser Pro Val His Val Cys Thr Glu Glu Ser 
485 490 495 



Leu Met Ser Ser Leu Asn Gly Gly Ser Val Pro Ser Glu Leu Asp Gly 
500 505 510 



Leu Asp Ser Glu Lys Asp Lys Met Leu Val Glu Lys Gin Lys Val lie 
515 520 525 



Asn Glu Leu Thr Trp Lys 
530 

Leu Arg Met Gin Leu Gin 
545 550 

Lys Pro Leu Pro Phe Leu 
565 

Ser Ser Cys Pro Phe Ala 
580 

Ser Ser Glu Cys His Pro 
595 

Leu Gly Asn Ala His Cys 
610 

Ser Ser Thr Phe Leu Ser 
625 630 

Gly Ala Val Lys Ser Pro 
645 

Asn Pro His Phe Leu Pro 
660 

Arg Val Ser Ser Pro lie 
675 

Gly Leu His Ser Ser Asp 
690 

Pro Thr Phe Ser Lys Ser 
705 710 

Pro Ser Tyr Glu Asp Ala 

725 

Met Asp Glu Leu Leu Asp 
740 

Asp Ala Arg Glu Asp His 
755 

Arg Ser Ser Arg Ser Pro 
770 



Leu Gin Gin Glu Gin 
535 

Lys Gin Lys Arg Asn 
555 

Ala Ala Ser lie Lys 
570 

Ser Gin Val Pro Val 
585 

Pro Ala Cys Glu Ala 
600 

Val Glu Ser Ser Asp 
615 

Pro Gin Cys Ser Pro 
635 

Gin His lie Ser Leu 
650 

Ser Ser Ser Gly Ala 
665 

Ser Ser Gin Val Cys 
680 

Lys Val Gly Pro Lys 
695 

Ser Ser Ala lie Ser 
715 

Val Lys Gin Gin Met 
730 

Val Leu lie Glu Ser 
745 

Ser Cys Leu Gin Lys 
760 

Thr Ala Val Leu Thr 
775 



Arg Gin Val Glu Glu 
540 

Asn Cys Ser Glu Lys 
560 

Gin Glu Glu Ala Val 
575 

Lys Arg Gin Ser Ser 
590 

Ala Gin Leu Gin Pro 
605 

Gin Thr Asn Val Leu 
620 

Gin His Ser Pro Leu 
640 

Pro Pro Ser Pro Asn 
655 

Gin Gly Glu Gly His 
670 

Thr Ala Gin Met Ala 
685 

Phe Ser lie Pro Ser 
700 

Glu Val Thr Gin Pro 
72 0 

Thr Arg Ser Gin Gin 

735 

Gly Glu Met Pro Ala 
750 

Val Pro Lys lie Pro 
765 

Lys Pro Ser Ala Ser 
780 



Phe Glu Gin Ala Ser Ser Gly Ser Gin He Pro Phe Asp Pro Tyr Ala 
785 790 795 800 



Thr Asp Ser Asp Glu His Leu Glu Val Leu Leu Asn Ser Gin Ser Pro 
805 810 815 



Leu Gly Lys Met Ser Asp Val Thr Leu Leu Lys lie Gly Ser Glu Glu 
820 825 830 

Pro His Phe Asp Gly lie Met Asp Gly Phe Ser Gly Lys Ala Ala Glu 
835 840 845 

Asp Leu Phe Asn Ala His Glu lie Leu Pro Gly Pro Leu Ser Pro Met 
850 855 860 

Gin Thr Gin Phe Ser Pro Ser Ser Val Asp Ser Asn Gly Leu Gin Leu 
865 870 875 880 

Ser Phe Thr Glu Ser Pro Trp Glu Thr Met Glu Trp Leu Asp Leu Thr 
885 890 895 

Pro Pro Asn Ser Thr Pro Gly Phe Ser Ala Leu Thr Thr Ser Ser Pro 
900 905 910 

Ser lie Phe Asn lie Asp Phe Leu Asp Val Thr Asp Leu Asn Leu Asn 
915 920 925 

Ser Ser Met Asp Leu His Leu Gin Gin Trp 
930 935 



<210> 29 
<211> 938 
<212> PRT 

<213> Homo sapiens 
<400> 29 

Met Thr Leu Leu Gly Ser Glu His Ser Leu Leu lie Arg Ser Lys Phe 
15 10 15 

Arg Ser Val Leu Gin Leu Arg Leu Gin Gin Arg Arg Thr Gin Glu Gin 
20 25 30 

Leu Ala Asn Gin Gly lie lie Pro Pro Leu Lys Arg Pro Ala Glu Phe 
35 40 45 

His Glu Gin Arg Lys His Leu Asp Ser Asp Lys Ala Lys Asn Ser Leu 
50 55 60 

Lys Arg Lys Ala Arg Asn Arg Cys Asn Ser Ala Asp Leu Val Asn Met 
65 70 75 80 

His lie Leu Gin Ala Ser Thr Ala Glu Arg Ser He Pro Thr Ala Gin 
85 90 95 

Met Lys Leu Lys Arg Ala Arg Leu Ala Asp Asp Leu Asn Glu Lys He 



100 



105 



110 



Ala Leu Arg Pro Gly Pro Leu Glu Leu Val Glu Lys Asn He Leu Pro 
115 120 125 

Val Asp Ser Ala Val Lys Glu Ala He Lys Gly Asn Gin Val Ser Phe 

130 135 140 



Ser Lys Ser Thr Asp Ala Phe Ala Phe Glu Glu Asp Ser Ser Ser Asp 
145 150 155 160 

Gly Leu Ser Pro Asp Gin Thr Arg Ser Glu Asp Pro Gin Asn Ser Ala 
165 170 175 

Gly Ser Pro Pro Asp Ala Lys Ala Ser Asp Thr Pro Ser Thr Gly Ser 
180 185 190 

Leu Gly Thr Asn Gin Asp Leu Ala Ser Gly Ser Glu Asn Asp Arg Asn 
195 200 205 

Asp Ser Ala Ser Gin Pro Ser His Gin Ser Asp Ala Gly Lys Gin Gly 
210 215 220 



Leu Gly Pro Pro Ser Thr Pro He Ala Val His Ala Ala Val Lys Ser 
225 230 235 240 

Lys Ser Leu Gly Asp Ser Lys Asn Arg His Lys Lys Pro Lys Asp Pro 
245 250 255 

Lys Pro Lys Val Lys Lys Leu Lys Tyr His Gin Tyr He Pro Pro Asp 
260 265 270 

Gin Lys Ala Glu Lys Ser Pro Pro Pro Met Asp Ser Ala Tyr Ala Arg 
275 280 285 

Leu Leu Gin Gin Gin Gin Leu Phe Leu Gin Leu Gin He Leu Ser Gin 

290 295 300 

Gin Gin Gin Gin Gin Gin His Arg Phe Ser Tyr Leu Gly Met His Gin 
305 310 315 320 

Ala Gin Leu Lys Glu Pro Asn Glu Gin Met Val Arg Asn Pro Asn Ser 
325 330 335 

Ser Ser Thr Pro Leu Ser Asn Thr Pro Leu Ser Pro Val Lys Asn Ser 
340 345 350 

Phe Ser Gly Gin Thr Gly Val Ser Ser Phe Lys Pro Gly Pro Leu Pro 
355 360 365 



Pro Asn Leu Asp Asp Leu Lys Val Ser Glu Leu Arg Gin Gin Leu Arg 
370 375 380 



He Arg Gly Leu Pro Val Ser Gly Thr Lys Thr Ala Leu Met Asp Arg 



385 



390 



395 



400 



Leu Arg Pro Phe Gin Asp Cys Ser Gly Asn Pro Val Pro Asn Phe Gly 
405 410 415 

Asp lie Thr Thr Val Thr Phe Pro Val Thr Pro Asn Thr Leu Pro Asn 
420 425 430 

Tyr Gin Ser Ser Ser Ser Thr Ser Ala Leu Ser Asn Gly Phe Tyr His 
435 440 445 

Phe Gly Ser Thr Ser Ser Ser Pro Pro lie Ser Pro Ala Ser Ser Asp 
450 455 460 

Leu Ser Val Ala Gly Ser Leu Pro Asp Thr Phe Asn Asp Ala Ser Pro 
465 470 475 480 

Ser Phe Gly Leu His Pro Ser Pro Val His Val Cys Thr Glu Glu Ser 
485 490 495 

Leu Met Ser Ser Leu Asn Gly Gly Ser Val Pro Ser Glu Leu Asp Gly 
500 505 510 

Leu Asp Ser Glu Lys Asp Lys Met Leu Val Glu Lys Gin Lys Val lie 
515 520 525 

Asn Glu Leu Thr Trp Lys Leu Gin Gin Glu Gin Arg Gin Val Glu Glu 
530 535 540 

Leu Arg Met Gin Leu Gin Lys Gin Lys Arg Asn Asn Cys Ser Glu Lys 
545 550 555 560 

Lys Pro Leu Pro Phe Leu Ala Ala Ser lie Lys Gin Glu Glu Ala Val 
565 570 575 

Ser Ser Cys Pro Phe Ala Ser Gin Val Pro Val Lys Arg Gin Ser Ser 
580 585 590 

Ser Ser Glu Cys His Pro Pro Ala Cys Glu Ala Ala Gin Leu Gin Pro 
595 600 605 

Leu Gly Asn Ala His Cys Val Glu Ser Ser Asp Gin Thr Asn Val Leu 
610 615 620 

Ser Ser Thr Phe Leu Ser Pro Gin Cys Ser Pro Gin His Ser Pro Leu 
625 630 635 640 

Gly Ala Val Lys Ser Pro Gin His lie Ser Leu Pro Pro Ser Pro Asn 
645 650 655 

Asn Pro His Phe Leu Pro Ser Ser Ser Gly Ala Gin Gly Glu Gly His 
660 665 670 



Arg Val Ser Ser Pro lie Ser Ser Gin Val Cys Thr Ala Gin Met Ala 



675 



680 



685 



Gly Leu His Ser Ser Asp Lys Val Gly Pro Lys Phe Ser lie Pro Ser 
690 695 700 

Pro Thr Phe Ser Lys Ser Ser Ser Ala lie Ser Glu Val Thr Gin Pro 
705 710 715 720 

Pro Ser Tyr Glu Asp Ala Val Lys Gin Gin Met Thr Arg Ser Gin Gin 
725 730 735 

Met Asp Glu Leu Leu Asp Val Leu lie Glu Ser Gly Glu Met Pro Ala 
740 745 750 

Asp Ala Arg Glu Asp His Ser Cys Leu Gin Lys Val Pro Lys lie Pro 
755 760 765 

Arg Ser Ser Arg Ser Pro Thr Ala Val Leu Thr Lys Pro Ser Ala Ser 
770 775 780 

Phe Glu Gin Ala Ser Ser Gly Ser Gin lie Pro Phe Asp Pro Tyr Ala 
785 790 795 800 

Thr Asp Ser Asp Glu His Leu Glu Val Leu Leu Asn Ser Gin Ser Pro 
805 810 815 

Leu Gly Lys Met Ser Asp Val Thr Leu Leu Lys lie Gly Ser Glu Glu 
820 825 830 

Pro His Phe Asp Gly lie Met Asp Gly Phe Ser Gly Lys Ala Ala Glu 
835 840 845 

Asp Leu Phe Asn Ala His Glu He Leu Pro Gly Pro Leu Ser Pro Met 
850 855 860 

Gin Thr Gin Phe Ser Pro Ser Ser Val Asp Ser Asn Gly Leu Gin Leu 
865 870 875 880 

Ser Phe Thr Glu Ser Pro Trp Glu Thr Met Glu Trp Leu Asp Leu Thr 
885 890 895 

Pro Pro Asn Ser Thr Pro Gly Phe Ser Ala Leu Thr Thr Ser Ser Pro 
900 905 910 

Ser He Phe Asn He Asp Phe Leu Asp Val Thr Asp Leu Asn Leu Asn 
915 920 925 



Ser Ser Met Asp Leu His Leu Gin Gin Trp 
930 935 



<210> 30 
<211> 4960 
<212> DNA 



<213> Mus mus cuius 



<220> 
<221> CDS 

<222> (258) . . (3062) 
<400> 30 

ggaattcggc acgaggccac cctcagagga ggagggtcct gcctgctggg agttaattag 60 

cctcgcgagc ggcgaggggg gaggcgccag ttttctgggg acactggcgg ccactgtgcg 12 0 

tcctcctacc caagggagct ccccaagagt tggatgaatt ctgggttgtt agctgctgtc 180 

ctctgggctc ccgggagcca gtttctggtg gaaagcgggg cgcctggcca acgaccagcg 240 

gcttgctgag actcacc atg aca etc ctg ggg tct gaa cac tct ttg ctg 290 

Met Thr Leu Leu Gly Ser Glu His Ser Leu Leu 
15 10 

att aga agg aag ttc cga tea gtc tta cag tta egg ctt caa cag aga 33 8 
lie Arg Arg Lys Phe Arg Ser Val Leu Gin Leu Arg Leu Gin Gin Arg 
15 20 25 

agg acc cag gag cag ctg get aac caa ggc tta ata ccg cca ctg aaa 3 86 
Arg Thr Gin Glu Gin Leu Ala Asn Gin Gly Leu lie Pro Pro Leu Lys 
30 35 40 

ggt cca act gaa ttc cat gac ccg aga aaa caa ttg gat agt gec aag 434 
Gly Pro Thr Glu Phe His Asp Pro Arg Lys Gin Leu Asp Ser Ala Lys 
45 50 55 

act gaa gat tec ctg agg cgc aag ggc aga aac agg tec gac cgt gee 4 82 
Thr Glu Asp Ser Leu Arg Arg Lys Gly Arg Asn Arg Ser Asp Arg Ala 
60 65 70 75 

age ctg gtt act atg cac att etc caa gee tec acg gca gaa agg tec 53 0 
Ser Leu Val Thr Met His lie Leu Gin Ala Ser Thr Ala Glu Arg Ser 
80 85 90 

att cca act get cag atg aag etc aaa aga gec cgc ctt gca gat gac 578 
lie Pro Thr Ala Gin Met Lys Leu Lys Arg Ala Arg Leu Ala Asp Asp 
95 100 105 

etc aat gag aag ate get etc cgc caa ggg ccc ttg gaa ctg gtg gag 62 6 
Leu Asn Glu Lys lie Ala Leu Arg Gin Gly Pro Leu Glu Leu Val Glu 
110 115 120 

aag aac att ctg ccg atg gat tct tec gtg aaa gag get ata aaa ggt 674 
Lys Asn lie Leu Pro Met Asp Ser Ser Val Lys Glu Ala lie Lys Gly 
125 130 135 



act gag gtg age etc tec aag gca gca gat gca ttc gee ttt gag gat 
Thr Glu Val Ser Leu Ser Lys Ala Ala Asp Ala Phe Ala Phe Glu Asp 
140 145 150 155 



722 



gac age agt aga gat ggg etc tct cca gat cag get agg age gag gac 
Asp Ser Ser Arg Asp Gly Leu Ser Pro Asp Gin Ala Arg Ser Glu Asp 
160 165 170 



ccc cag ggc tct aca gga tec acc cca gac ate aaa tec act gag get 
Pro Gin Gly Ser Thr Gly Ser Thr Pro Asp lie Lys Ser Thr Glu Ala 
175 180 185 

cct ctg gac aca ate cag gat etc act cct ggc tea gaa agt gac aag 
Pro Leu Asp Thr lie Gin Asp Leu Thr Pro Gly Ser Glu Ser Asp Lys 
190 195 200 

aat gat gca gee tec cag cca ggc aac cag tea gac cct ggg aag cag 
Asn Asp Ala Ala Ser Gin Pro Gly Asn Gin Ser Asp Pro Gly Lys Gin 
205 210 215 

gtt etc ggc ccc etc age acc ccg att cct gtg cac act get gta aag 
Val Leu Gly Pro Leu Ser Thr Pro lie Pro Val His Thr Ala Val Lys 
220 225 230 235 

tec aag tct ttg ggt gac agt aag aac cgc cac aaa aag ccc aaa gac 
Ser Lys Ser Leu Gly Asp Ser Lys Asn Arg His Lys Lys Pro Lys Asp 
240 245 250 

ccc aaa cca aag gtg aag aag etc aaa tac cat cag tac ate ccc cca 
Pro Lys Pro Lys Val Lys Lys Leu Lys Tyr His Gin Tyr He Pro Pro 
255 260 265 

gac cag aag gca gag aag tct ccc cca ccc atg gac tct gec tat gee 
Asp Gin Lys Ala Glu Lys Ser Pro Pro Pro Met Asp Ser Ala Tyr Ala 
270 275 280 

egg ctg etc cag caa cag cag eta ttc ctg cag eta cag ate etc age 
Arg Leu Leu Gin Gin Gin Gin Leu Phe Leu Gin Leu Gin He Leu Ser 
285 290 295 

cag cag cag caa cag cag cag caa cag cag cag cag caa cag cag cag 
Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin 
300 305 310 315 

cag cag cag cag cag egg ttc age tac cct ggg atg cac caa aca cac 
Gin Gin Gin Gin Gin Arg Phe Ser Tyr Pro Gly Met His Gin Thr His 
320 325 330 

etc aaa gaa cca aat gaa cag atg gee aga aat ccg aat cct tct tea 
Leu Lys Glu Pro Asn Glu Gin Met Ala Arg Asn Pro Asn Pro Ser Ser 
335 340 345 

aca cca ctg age aat acc cct eta tec cct gtc aaa aat age att tct 
Thr Pro Leu Ser Asn Thr Pro Leu Ser Pro Val Lys Asn Ser He Ser 
350 355 360 



gga caa act ggt gtt tct tct etc aaa cca ggc ccc etc cca ccc aac 



Gly Gin Thr Gly Val Ser Ser Leu Lys Pro Gly Pro Leu Pro Pro Asn 
365 370 375 




tct ggg aag gga cag ggc cac age tct gac agt ccc cct ccg get tgt 
Ser Gly Lys Gly Gin Gly His Ser Ser Asp Ser Pro Pro Pro Ala Cys 
59 ° 595 600 



gag acg get cag ctg ctg cct cac tgt gtg gag tec tea ggt caa acc 
Glu Thr Ala Gin Leu Leu Pro His Cys Val Glu Ser Ser Gly Gin Thr 
605 610 615 

cat gta etc teg tec acg ttt etc age ccc cag tgc tec cct cag cac 
His Val Leu Ser Ser Thr Phe Leu Ser Pro Gin Cys Ser Pro Gin His 
620 625 630 ' 635 

teg ccc ctg ggg ggc ctg aag age ccg cag cac ate age ctg cct cca 
Ser Pro Leu Gly Gly Leu Lys Ser Pro Gin His He Ser Leu Pro Pro 
640 645 650 

tea ccc aac aac cat tac ttc ctg get tec tct teg gga get cag aga 
SM Ser Pro Asn Asn His Tyr Phe Leu Ala Ser Ser Ser Gly Ala Gin Arg 
g 555 660 665 

M| gag aac cat ggg gtc tct tea ccc age age age caa ggg tgc gca cag 
.ji Glu Asn His Gly Val Ser Ser Pro Ser Ser Ser Gin Gly Cys Ala Gin 
f|| 670 675 680 

atg act ggt tta caa tct tct gac aag gtg ggg cca acg ttt tea att 
Met Thr Gly Leu Gin Ser Ser Asp Lys Val Gly Pro Thr Phe Ser He 
685 690 " 695 

cca tec cca act ttt tct aag tea agt tea gca gtt tea gat ate acc 
Pro Ser Pro Thr Phe Ser Lys Ser Ser Ser Ala Val Ser Asp He Thr 
t! 700 705 710 ' 715 

yi cag ccc cca tec tat gaa gat gca gtg aag cag caa atg act egg agt 
Gin Pro Pro Ser Tyr Glu Asp Ala Val Lys Gin Gin Met Thr Arg Ser 
720 725 730 

cag cag atg gac gaa etc ctg gat gtc etc att gaa agt gga gaa atg 
Gin Gin Met Asp Glu Leu Leu Asp Val Leu He Glu Ser Gly Glu Met 
735 740 745 

cca gee gat gec agg gaa gat cat tea tgt ctt cag aaa att cca aag 
Pro Ala Asp Ala Arg Glu Asp His Ser Cys Leu Gin Lys He Pro Lys 
750 755 760 

ate cct ggg tec tec tgc age cca act gee ate ccc ccg aag ccc teg 
He Pro Gly Ser Ser Cys Ser Pro Thr Ala He Pro Pro Lys Pro Ser 
765 770 775 

get tec ttt gag cag gca tct teg gga ggc cag atg gee ttc gat cac 
Ala Ser Phe Glu Gin Ala Ser Ser Gly Gly Gin Met Ala Phe Asp His 
780 785 790 795 

tac gee aac gac agt gac gaa cac ctg gaa gtc tta ttg aat tct cac 



Hi 



Tyr Ala Asn Asp Ser Asp Glu His Leu Glu Val Leu Leu Asn Ser His 
800 805 810 



age ccc ate gga aag gtg age gat gtt acc etc etc aaa ate gga age 2738 
Ser Pro He Gly Lys Val Ser Asp Val Thr Leu Leu Lys He Gly Ser 
815 820 825 

gag gag cct cct ttt gac age ate atg gat ggc ttc cca ggg aag get 2 786 
Glu Glu Pro Pro Phe Asp Ser He Met Asp Gly Phe Pro Gly Lys Ala 
830 835 840 

gcg gaa gat etc ttc agt get cac gag etc ttg cct ggg ccc etc tec 2834 
Ala Glu Asp Leu Phe Ser Ala His Glu Leu Leu Pro Gly Pro Leu Ser 
845 850 855 

ccg atg cat gca cag ttg tea cct cct tct gtg gac age agt ggt ctg 2 882 
Pro Met His Ala Gin Leu Ser Pro Pro Ser Val Asp Ser Ser Gly Leu 
860 865 870 875 

cag ctg age ttc acg gaa tct cct tgg gaa aca atg gaa tgg ctg gac 2930 
Gin Leu Ser Phe Thr Glu Ser Pro Trp Glu Thr Met Glu Trp Leu Asp 
880 885 890 

etc act cca cct agt tec acg cca ggc ttc age aac ctt acc tec agt 2978 
Leu Thr Pro Pro Ser Ser Thr Pro Gly Phe Ser Asn Leu Thr Ser Ser 
895 900 905 

ggg ccc age att ttc aac ate gat ttt ctg gat gtt aca gat ctt aat 3 02 6 
Gly Pro Ser He Phe Asn He Asp Phe Leu Asp Val Thr Asp Leu Asn 
910 915 920 

ctg aat tec cct atg gat etc cac tta cag cag tgg taaacaeccg 3 072 

Leu Asn Ser Pro Met Asp Leu His Leu Gin Gin Trp 



925 




930 




935 






aggtacaaga 


gctaegagag 


ctcagtggga 


attcaatgga 


ggaaagcacg 


ataceggaaa 


3132 


tgtgtgttcc 


aaaagatgaa 


ggggggaaaa 


tggggaggga 


aaaaaaaaaa 


cagcaaegga 


3192 


ggtttttgtg 


acaactaacc 


agaacaaaca 


gaagtcagct 


attaaaatat 


gtctaaatgt 


3252 


aatatctacc 


agcattcagt 


aactgttaat 


aacttcagtg 


atgcattcaa 


aaatgtgctt 


3312 


tgtcagaata 


agaatgecaa 


aaatgttttt 


tcgctgcctt 


atctcatacc 


agtttttttg 


3372 


ggtttttttt 


tgtttgtttg 


ttttttggtt 


tttttttttt 


tgtgtgtgtt 


gttatttggt 


3432 


tttctttttg 


cccacagttt 


gtctcaggca 


atactgggac 


ataggctgac 


cccattagct 


3492 


tttgttatga 


atttactaaa 


ctttctgtgg 


aaggagaaca gagcctctgc 


cgcgggtgtg 3552 


gggaagecat 


cctgtgcttg 


aggcagcaca 


cgtgtgtcca 


tcatcatcag 


tcagaagagc 


3612 


agggcctgtc 


tcacccaatc 


gagtccttaa 


gacagaataa 


tcagaatggt 


cagagggaca 


3672 



gaccaatcaa ttcccaggaa agcaaaagtg actcaatgtc ccttgactcc caaatggtcc 3732 
cactggactg gtgatcactg gtgacaacta actagctttg tccagagaat ccacccagaa 3 7 92 
cacggtgctt tttagccagt agtccacctc tatgtgcatc agcaatgcat agcaggtgag 3852 
aacttgaatc acagaaactt catgccatgg atggagactc ctgaggcgct caaatactac 3 912 
tacctctagt tccaaagact agagctagat gatcagaaag gcaactggag gcccagggag 3 972 
ccgtactggg acaagttaga attagagaac gatgtcattt aacattccga gaaagaaata 4 032 
accatgaatt gctattacag gagtaacaca cagggccagc ttcttttttc ttctttttta 4092 
tttttctttt cttattgtga gcagagggaa ttcacctcag ttcatctttc tctcagtact 4152 
tttctttcaa gatatcaatc ctttatgact cttttgcttt taattctctc tctctctctc 4212 
tctctctctc tctctctttc tctcaaagga gaggtttcag ttctaacaag ctaccatagt 42 72 
cctattaaag ccattttttt ttttagaata ttaaaagtcc aaactctctt gccaaactct 4332 
ttcttcacat gcgcattggc tgaaaacaga atttacaaga atttctttag gaagaaactg 43 92 
gggatgtggc ccattggtca caaagttttt ttgtttgttt ttgtttttgt ttcaattctt 4452 
gtttgattta tggacaatct ttggtttgta ttgctctgga gaaattggaa atcattgcag 4512 
agtgaagata aatcagggca ccatgtatag tagagaatgt ttcagtagtt ttccaaacga 4572 
gaacacaatt gcacactgta aacaacagga gtgtgaagga ccacagtctt gaggagttct 4632 
tgttgccctg tgtttggtga aggcgttggg gaccgaggaa gacaacatac agtttggcca 4692 
aggctctcag aggcttgctg tggcgccaat tcaagtatta caatgttgca tgctgtagaa 4 752 
agtagctgtt gctgttgttt tgttttgttt taatttaagt caccaaggca ctgttttatt 4 812 
cttttgtaaa aaaaaaaaaa gttcactgtg cacttataga gaaaataatc aacaatgttg 4 872 
tgaatttttg agaagacttt tttttttttg ataaaccaaa gatttagaaa tcattccatt 4932 
gtcaacttgt aaaaaaaaaa aaaaaaaa 4 960 

<210> 31 

<211> 935 

<212> PRT 

<213> Mus musculus 

<400> 31 

Met Thr Leu Leu Gly Ser Glu His Ser Leu Leu He Arg Arg Lys Phe 
1 5 10 15 



Arg Ser Val Leu Gin Leu Arg Leu Gin Gin Arg Arg Thr Gin Glu Gin 
20 25 30 

Leu Ala Asn Gin Gly Leu He Pro Pro Leu Lys Gly Pro Thr Glu Phe 
35 40 45 

His Asp Pro Arg Lys Gin Leu Asp Ser Ala Lys Thr Glu Asp Ser Leu 
50 55 60 

Arg Arg Lys Gly Arg Asn Arg Ser Asp Arg Ala Ser Leu Val Thr Met 
65 70 75 80 

His He Leu Gin Ala Ser Thr Ala Glu Arg Ser He Pro Thr Ala Gin 
85 90 95 

Met Lys Leu Lys Arg Ala Arg Leu Ala Asp Asp Leu Asn Glu Lys He 
U 100 105 HO 

f;;| 

g Ala Leu Arg Gin Gly Pro Leu Glu Leu Val Glu Lys Asn He Leu Pro 
m 115 120 125 

'A V 

«{ Met As P s er Ser Val Lys Glu Ala He Lys Gly Thr Glu Val Ser Leu 

III 130 135 140 

"=-J Ser Lys Ala Ala Asp Ala Phe Ala Phe Glu Asp Asp Ser Ser Arg Asp 

* 145 150 155 160 

t,.i 
~ 

fl! G1 Y Leu Ser Pro Asp Gin Ala Arg Ser Glu Asp Pro Gin Gly Ser Thr 
ftj 165 170 175 

p| Gly Ser Thr Pro Asp He Lys Ser Thr Glu Ala Pro Leu Asp Thr He 
jU 180 185 190 

Gin Asp Leu Thr Pro Gly Ser Glu Ser Asp Lys Asn Asp Ala Ala Ser 
195 200 205 

Gin Pro Gly Asn Gin Ser Asp Pro Gly Lys Gin Val Leu Gly Pro Leu 
210 215 220 

Ser Thr Pro He Pro Val His Thr Ala Val Lys Ser Lys Ser Leu Gly 
225 230 235 ' 2 40 

Asp Ser Lys Asn Arg His Lys Lys Pro Lys Asp Pro Lys Pro Lys Val 
245 250 255 

Lys Lys Leu Lys Tyr His Gin Tyr He Pro Pro Asp Gin Lys Ala Glu 
260 265 270 

Lys Ser Pro Pro Pro Met Asp Ser Ala Tyr Ala Arg Leu Leu Gin Gin 
275 280 285 

Gin Gin Leu Phe Leu Gin Leu Gin He Leu Ser Gin Gin Gin Gin Gin 
290 295 300 



Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin 
305 310 315 320 

Arg Phe Ser Tyr Pro Gly Met His Gin Thr His Leu Lys Glu Pro Asn 
325 330 335 

Glu Gin Met Ala Arg Asn Pro Asn Pro Ser Ser Thr Pro Leu Ser Asn 
340 345 350 

Thr Pro Leu Ser Pro Val Lys Asn Ser lie Ser Gly Gin Thr Gly Val 
355 360 365 

Ser Ser Leu Lys Pro Gly Pro Leu Pro Pro Asn Leu Asp Asp Leu Lys 
370 375 3 80 

Val Ser Glu Leu Arg Gin Gin Leu Arg He Arg Gly Leu Pro Val Ser 
385 390 395 " 400 

Gly Thr Lys Thr Ala Leu Val Asp Arg Leu Arg Pro Phe Gin Asp Cys 
405 410 415 

Ala Gly Asn Pro Val Pro Asn Phe Gly Asp He Thr Thr Val Thr Phe 
420 425 430 

Pro Val Thr Pro Asn Thr Leu Pro Ser Tyr Gin Ser Ser Pro Thr Gly 
435 440 445 

Phe Tyr His Phe Gly Ser Thr Ser Ser Ser Pro Pro He Ser Pro Ala 
450 455 460 

Ser Ser Asp Leu Ser Ala Ala Gly Ser Leu Pro Asp Thr Phe Thr Asp 
465 470 475 480 

Ala Ser Pro Gly Phe Gly Leu His Ala Ser Pro Val Pro Ala Cys Thr 
485 490 495 

Asp Glu Ser Leu Leu Ser Ser Leu Asn Gly Gly Ser Gly Pro Ser Glu 
500 505 510 

Pro Asp Gly Leu Asp Ser Glu Lys Asp Lys Met Leu Val Glu Lys Gin 
515 520 525 

Lys Val He Asn Gin Leu Thr Trp Lys Leu Arg Gin Glu Gin Arg Gin 
530 535 540 



Val Glu Glu Leu Arg Met Gin Leu Gin Lys Gin Lys Ser Ser Cys Ser 
545 550 555 ~ 560 

Asp Gin Lys Pro Leu Pro Phe Leu Ala Thr Thr He Lys Gin Glu Asp 



565 



570 



575 



Val Ser Ser Cys Pro Phe Ala Pro Gin Gin Ala Ser Gly Lys Gly Gin 
580 585 590 



Gly His Ser Ser Asp Ser Pro Pro Pro Ala Cys Glu Thr Ala Gin Leu 
595 600 605 



Leu Pro His Cys Val Glu Ser Ser Gly Gin Thr His Val Leu Ser Ser 
610 615 620 

Thr Phe Leu Ser Pro Gin Cys Ser Pro Gin His Ser Pro Leu Gly Gly 
625 630 635 640 

Leu Lys Ser Pro Gin His lie Ser Leu Pro Pro Ser Pro Asn Asn His 
645 650 655 

Tyr Phe Leu Ala Ser Ser Ser Gly Ala Gin Arg Glu Asn His Gly Val 
660 665 670 

Ser Ser Pro Ser Ser Ser Gin Gly Cys Ala Gin Met Thr Gly Leu Gin 
675 680 685 

Ser Ser Asp Lys Val Gly Pro Thr Phe Ser lie Pro Ser Pro Thr Phe 
690 695 700 

Ser Lys Ser Ser Ser Ala Val Ser Asp lie Thr Gin Pro Pro Ser Tyr 
705 710 715 720 

Glu Asp Ala Val Lys Gin Gin Met Thr Arg Ser Gin Gin Met Asp Glu 
725 730 735 

Leu Leu Asp Val Leu lie Glu Ser Gly Glu Met Pro Ala Asp Ala Arg 
740 745 750 

Glu Asp His Ser Cys Leu Gin Lys lie Pro Lys lie Pro Gly Ser Ser 
755 760 765 

Cys Ser Pro Thr Ala He Pro Pro Lys Pro Ser Ala Ser Phe Glu Gin 
770 775 780 

Ala Ser Ser Gly Gly Gin Met Ala Phe Asp His Tyr Ala Asn Asp Ser 
785 790 795 800 

Asp Glu His Leu Glu Val Leu Leu Asn Ser His Ser Pro He Gly Lys 
805 810 815 

Val Ser Asp Val Thr Leu Leu Lys He Gly Ser Glu Glu Pro Pro Phe 
820 825 830 

Asp Ser He Met Asp Gly Phe Pro Gly Lys Ala Ala Glu Asp Leu Phe 
835 840 845 

Ser Ala His Glu Leu Leu Pro Gly Pro Leu Ser Pro Met His Ala Gin 
850 855 860 



Leu Ser Pro Pro Ser Val Asp Ser Ser Gly Leu Gin Leu Ser Phe Thr 
865 870 875 880 



Glu Ser Pro Trp Glu Thr Met Glu 
885 

Ser Thr Pro Gly Phe Ser Asn Leu 
900 

Asn He Asp Phe Leu Asp Val Thr 
915 920 

Asp Leu His Leu Gin Gin Trp 
930 935 



Trp Leu Asp Leu Thr Pro Pro Ser 
890 895 

Thr Ser Ser Gly Pro Ser He Phe 
905 910 

Asp Leu Asn Leu Asn Ser Pro Met 
925 



<210> 32 
<211> 935 
<212> PRT 

<213> Mus mus cuius 
<400> 32 

Met Thr Leu Leu Gly Ser Glu His Ser Leu Leu He Arg Arg Lys Phe 
15 10 ~ 15 

Arg Ser Val Leu Gin Leu Arg Leu Gin Gin Arg Arg Thr Gin Glu Gin 
20 25 " 30 

Leu Ala Asn Gin Gly Leu He Pro Pro Leu Lys Gly Pro Thr Glu Phe 
35 40 * 45 

His Asp Pro Arg Lys Gin Leu Asp Ser Ala Lys Thr Glu Asp Ser Leu 
50 55 60 

Arg Arg Lys Gly Arg Asn Arg Ser Asp Arg Ala Ser Leu Val Thr Met 
65 70 75 80 

His He Leu Gin Ala Ser Thr Ala Glu Arg Ser He Pro Thr Ala Gin 
35 90 95 

Met Lys Leu Lys Arg Ala Arg Leu Ala Asp Asp Leu Asn Glu Lys He 
100 105 110 

Ala Leu Arg Gin Gly Pro Leu Glu Leu Val Glu Lys Asn He Leu Pro 
H5 120 " 125 

Met Asp Ser Ser Val Lys Glu Ala He Lys Gly Thr Glu Val Ser Leu 
130 135 14Q 

Ser Lys Ala Ala Asp Ala Phe Ala Phe Glu Asp Asp Ser Ser Arg Asp 
145 I 50 155 160 

Gly Leu Ser Pro Asp Gin Ala Arg Ser Glu Asp Pro Gin Gly Ser Thr 
1^5 170 175 



Gly Ser Thr Pro Asp lie Lys Ser Thr Glu Ala Pro Leu Asp Thr He 
180 185 190 

Gin Asp Leu Thr Pro Gly Ser Glu Ser Asp Lys Asn Asp Ala Ala Ser 
!95 200 205 

Gin Pro Gly Asn Gin Ser Asp Pro Gly Lys Gin Val Leu Gly Pro Leu 
210 215 220 

Ser Thr Pro He Pro Val His Thr Ala Val Lys Ser Lys Ser Leu Gly 
225 230 235 240 

Asp Ser Lys Asn Arg His Lys Lys Pro Lys Asp Pro Lys Pro Lys Val 
245 250 255 

Lys Lys Leu Lys Tyr His Gin Tyr He Pro Pro Asp Gin Lys Ala Glu 
260 265 270 

Lys Ser Pro Pro Pro Met Asp Ser Ala Tyr Ala Arg Leu Leu Gin Gin 
275 280 285 

Gin Gin Leu Phe Leu Gin Leu Gin He Leu Ser Gin Gin Gin Gin Gin 
290 295 300 

Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin 
305 310 315 320 

Arg Phe Ser Tyr Pro Gly Met His Gin Thr His Leu Lys Glu Pro Asn 
325 330 335 

Glu Gin Met Ala Arg Asn Pro Asn Pro Ser Ser Thr Pro Leu Ser Asn 
340 345 350 

Thr Pro Leu Ser Pro Val Lys Asn Ser He Ser Gly Gin Thr Gly Val 
355 360 " 365 

Ser Ser Leu Lys Pro Gly Pro Leu Pro Pro Asn Leu Asp Asp Leu Lys 
370 375 380 

Val Ser Glu Leu Arg Gin Gin Leu Arg He Arg Gly Leu Pro Val Ser 
385 390 395 400 

Gly Thr Lys Thr Ala Leu Val Asp Arg Leu Arg Pro Phe Gin Asp Cys 
405 410 415 

Ala Gly Asn Pro Val Pro Asn Phe Gly Asp He Thr Thr Val Thr Phe 
420 425 430 

Pro Val Thr Pro Asn Thr Leu Pro Ser Tyr Gin Ser Ser Pro Thr Gly 
435 440 445 

Phe Tyr His Phe Gly Ser Thr Ser Ser Ser Pro Pro He Ser Pro Ala 
450 455 460 



Ser Ser Asp Leu Ser Ala Ala Gly Ser Leu Pro Asp Thr Phe Thr Asp 
465 470 475 ' 480 

Ala Ser Pro Gly Phe Gly Leu His Ala Ser Pro Val Pro Ala Cys Thr 
485 490 495 

Asp Glu Ser Leu Leu Ser Ser Leu Asn Gly Gly Ser Gly Pro Ser Glu 
500 505 510 

Pro Asp Gly Leu Asp Ser Glu Lys Asp Lys Met Leu Val Glu Lys Gin 
515 520 525 

Lys Val He Asn Gin Leu Thr Trp Lys Leu Arg Gin Glu Gin Arg Gin 
530 535 540 

Val Glu Glu Leu Arg Met Gin Leu Gin Lys Gin Lys Ser Ser Cys Ser 
545 550 555 * 560 

Asp Gin Lys Pro Leu Pro Phe Leu Ala Thr Thr He Lys Gin Glu Asp 
565 570 * 575 

Val Ser Ser Cys Pro Phe Ala Pro Gin Gin Ala Ser Gly Lys Gly Gin 
580 585 " 590 

Gly His Ser Ser Asp Ser Pro Pro Pro Ala Cys Glu Thr Ala Gin Leu 
595 600 605 

Leu Pro His Cys Val Glu Ser Ser Gly Gin Thr His Val Leu Ser Ser 
610 615 620 



Thr Phe Leu Ser Pro Gin Cys Ser Pro Gin His Ser Pro Leu Gly Gly 
625 630 635 640 

Leu Lys Ser Pro Gin His He Ser Leu Pro Pro Ser Pro Asn Asn His 
645 650 655 

Tyr Phe Leu Ala Ser Ser Ser Gly Ala Gin Arg Glu Asn His Gly Val 
660 665 670 

Ser Ser Pro Ser Ser Ser Gin Gly Cys Ala Gin Met Thr Gly Leu Gin 
675 680 685 

Ser Ser Asp Lys Val Gly Pro Thr Phe Ser He Pro Ser Pro Thr Phe 
690 695 700 

Ser Lys Ser Ser Ser Ala Val Ser Asp He Thr Gin Pro Pro Ser Tyr 
705 710 715 720 

Glu Asp Ala Val Lys Gin Gin Met Thr Arg Ser Gin Gin Met Asp Glu 
725 730 735 

Leu Leu Asp Val Leu He Glu Ser Gly Glu Met Pro Ala Asp Ala Arg 
740 745 750 



Glu Asp His Ser Cys Leu Gin Lys He Pro Lys He Pro Gly Ser Ser 
755 760 765 



Cys Ser Pro Thr Ala 
770 

Ala Ser Ser Gly Gly 
785 

Asp Glu His Leu Glu 
805 

Val Ser Asp Val Thr 
820 

Asp Ser He Met Asp 
835 

Ser Ala His Glu Leu 
850 

Leu Ser Pro Pro Ser 
865 

Glu Ser Pro Trp Glu 
885 

Ser Thr Pro Gly Phe 
900 

Asn He Asp Phe Leu 
915 

Asp Leu His Leu Gin 
930 



He Pro Pro Lys Pro Ser 
775 

Gin Met Ala Phe Asp His 
790 795 

Val Leu Leu Asn Ser His 
810 

Leu Leu Lys He Gly Ser 
825 

Gly Phe Pro Gly Lys Ala 
840 

Leu Pro Gly Pro Leu Ser 
855 

Val Asp Ser Ser Gly Leu 
870 875 

Thr Met Glu Trp Leu Asp 
890 

Ser Asn Leu Thr Ser Ser 
905 

Asp Val Thr Asp Leu Asn 
920 

Gin Trp 
935 



Ala Ser Phe Glu Gin 
780 

Tyr Ala Asn Asp Ser 
800 

Ser Pro He Gly Lys 
815 

Glu Glu Pro Pro Phe 
830 

Ala Glu Asp Leu Phe 
845 

Pro Met His Ala Gin 
860 

Gin Leu Ser Phe Thr 
880 

Leu Thr Pro Pro Ser 
895 

Gly Pro Ser He Phe 
910 

Leu Asn Ser Pro Met 
925 



SEQUENCE LISTING 

<110> OLSON, ERIC N. 
WANG, DA-ZHI 

<120> METHODS AND COMPOSITIONS RELATING TO A CARDIAC- SPECIFIC 
NUCLEAR REGULATORY FACTOR 

<13 0> UTSD:695US 

<14 0> UNKNOWN 
<141> 2001-12-21 

<150> 60/257,761 
<151> 2000-12-21 

<160> 32 

<170> Patentln Ver. 2,1 

<210> 1 

<211> 4959 

<212> DNA 

<213> Mus musculus 

<220> 
<221> CDS 

<222> (641) . . (3061) 
<400> 1 

ggaattcggc acgaggccac cctcagagga ggagggtcct gcctgctggg agttaattag 60 

cctcgcgagc ggcgaggggg gaggcgccag ttttctgggg acactggcgg ccactgtgcg 12 0 

tcctcctacc caagggagct ccccaagagt tggatgaatt ctgggttgtt agctgctgtc 180 

ctctgggctc ccgggagcca gtttctggtg gaaagcgggg cgcctggcca acgaccagcg 24 0 

gcttgctgag actcaccatg acactcctgg ggtctgaaca ctctttgctg attagaagga 300 

agttccgatc agtcttacag ttacggcttc aacagagaag gacccaggag cagctggcta 3 60 

accaaggctt aataccgcca ctgaaaggtc caactgaatt ccatgacccg agaaaacaat 420 

tggatagtgc caagactgaa gattccctga ggcgcaaggg cagaaacagg tccgaccgtg 48 0 

ccagcctggt tactatgcac attctccaag cctccacggc agaaaggtcc attccaactg 540 

ctcagatgaa gctcaaaaga gcccgccttg cagatgacct caatgagaag atcgctctcc 600 

gccaaggccc ttggaactgg tggagaagaa cattctgccg atg gat tct tec gtg 655 

Met Asp Ser Ser Val 
1 5 



25107047.1 



-1- 



aaa gag get ata aaa ggt act gag gtg age etc tec aag gca gca gat 703 
Lys Glu Ala He Lys Gly Thr Glu Val Ser Leu Ser Lys Ala Ala Asp 
10 15 2 0 

gca ttc gec ttt gag gat gac age agt aga gat ggg etc tct cca gat 751 
Ala Phe Ala Phe Glu Asp Asp Ser Ser Arg Asp Gly Leu Ser Pro Asp 
25 30 ~ 35 

cag get agg age gag gac ccc cag ggc tct aca gga tec acc cca gac 799 
Gin Ala Arg Ser Glu Asp Pro Gin Gly Ser Thr Gly Ser Thr Pro Asp 
40 45 50 

ate aaa tec act gag get cct ctg gac aca ate cag gat etc act cct 847 
He Lys Ser Thr Glu Ala Pro Leu Asp Thr He Gin Asp Leu Thr Pro 
55 60 65 

ggc tea gaa agt gac aag aat gat gca gee tec cag cca ggc aac cag 895 
Gly Ser Glu Ser Asp Lys Asn Asp Ala Ala Ser Gin Pro Gly Asn Gin 
70 75 80 "* 85 



ST" 



HI tea gac cct ggg aag cag gtt etc ggc ccc etc age acc ccg att cct 943 

Ser Asp Pro Gly Lys Gin Val Leu Gly Pro Leu Ser Thr Pro He Pro 

III 90 95 100 

}* 

^| gtg cac act get gta aag tec aag tct ttg ggt gac agt aag aac cgc 991 

Val His Thr Ala Val Lys Ser Lys Ser Leu Gly Asp Ser Lys Asn Arg 

105 HO 115 



ifis s 

^ cac aaa aag ccc aaa gac ccc aaa cca aag gtg aag aag etc aaa tac 103 9 

;; jLi tt J - T 

u 



H 



His Lys Lys Pro Lys Asp Pro Lys Pro Lys Val Lys Lys Leu Lys Tyr 
120 125 13 0 

cat cag tac ate ccc cca gac cag aag gca gag aag tct ccc cca ccc 1087 
His Gin Tyr He Pro Pro Asp Gin Lys Ala Glu Lys Ser Pro Pro Pro 
135 140 145 

atg gac tct gec tat gec egg ctg etc cag caa cag cag eta ttc ctg 1135 
Met Asp Ser Ala Tyr Ala Arg Leu Leu Gin Gin Gin Gin Leu Phe Leu 
150 155 160 165 

cag eta cag ate etc age cag cag cag caa cag cag cag caa cag cag 1183 
Gin Leu Gin He Leu Ser Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin 
I 70 175 180 

cag cag caa cag cag cag cag cag cag cag cag egg ttc age tac cct 1231 
Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Arg Phe Ser Tyr Pro 
185 190 ~ 195 

ggg atg cac caa aca cac etc aaa gaa cca aat gaa cag atg gee aga 1279 
Gly Met His Gin Thr His Leu Lys Glu Pro Asn Glu Gin Met Ala Arg 
200 205 210 



25107047.1 



-2- 



n i 



aat ccg aat cct tct tea aca cca ctg age aat ace cct eta tec cct 1327 
Asn Pro Asn Pro Ser Ser Thr Pro Leu Ser Asn Thr Pro Leu Ser Pro 
215 220 225 

gtc aaa aat age att tct gga caa act ggt gtt tct tct etc aaa cca 1375 
Val Lys Asn Ser He Ser Gly Gin Thr Gly Val Ser Ser Leu Lys Pro 
230 235 240 245 

ggc ccc etc cca ccc aac ctg gat gat etc aag gtg tea gag tta aga 1423 
Gly Pro Leu Pro Pro Asn Leu Asp Asp Leu Lys Val Ser Glu Leu Arg 
250 255 260 

caa cag ctt cga ate egg ggc ttg cca gtg tea ggc ace aag aca gcg 1471 
Gin Gin Leu Arg He Arg Gly Leu Pro Val Ser Gly Thr Lys Thr Ala 
265 270 275 

ctg gtg gac egg ctt cgt ccc ttc cag gat tgt get ggc aac cct gtg 1519 
Leu Val Asp Arg Leu Arg Pro Phe Gin Asp Cys Ala Gly Asn Pro Val 
280 285 290 



ccc aac ttt ggg gac ate aca act gtc ace ttt cct gtc acg ccc aac 
Pro Asn Phe Gly Asp He Thr Thr Val Thr Phe Pro Val Thr Pro Asn 
295 300 305 



etc acc tgg aag ctg egg caa gag cag egg cag gtg gaa gag ctg aga 
Leu Thr Trp Lys Leu Arg Gin Glu Gin Arg Gin Val Glu Glu Leu Arg 
41 ° 415 420 



1567 



IH acc ttg ccc agt tat cag tec tec ccg aca ggc ttc tac cac ttt ggc 1615 
■il Thr Leu Pro Ser Tyr Gin Ser Ser Pro Thr Gly Phe Tyr His Phe Gly 
* 310 315 320 ' 325 



age aca age tec age cca ccc ate tec ccc gec tea tct gac ttg tec 1663 
Ser Thr Ser Ser Ser Pro Pro He Ser Pro Ala Ser Ser Asp Leu Ser 
330 335 ' 340 



|4 get gca ggg tec ctg cca gac acc ttc acc gat gcg tea cct ggc ttc 1711 
Ala Ala Gly Ser Leu Pro Asp Thr Phe Thr Asp Ala Ser Pro Gly Phe 
345 350 355 

ggc ctg cac gca tct ccg gtg ccc gee tgc acg gac gag agt ctg ctg 1759 
Gly Leu His Ala Ser Pro Val Pro Ala Cys Thr Asp Glu Ser Leu Leu 
360 365 370 

age age ctg aat ggg ggc teg ggc ccc tec gag cct gat ggg eta gac 1807 
Ser Ser Leu Asn Gly Gly Ser Gly Pro Ser Glu Pro Asp Gly Leu Asp 
375 380 385 

tct gag aag gac aag atg ctg gtg gag aag cag aaa gtg ate aac cag 1855 
Ser Glu Lys Asp Lys Met Leu Val Glu Lys Gin Lys Val He Asn Gin 
390 395 400 405 



1903 



atg caa ctg cag aag cag aag age age tgc age gac cag aag cca ctg 1951 
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Met Gin Leu Gin Lys Gin Lys Ser Ser Cys Ser Asp Gin Lys Pro Leu 
425 430 435 



ccc ttc ttg gcc acc acc ate aaa cag gaa gat gtc tec age tgc ccc 1999 
Pro Phe Leu Ala Thr Thr He Lys Gin Glu Asp Val Ser Ser Cys Pro 
440 445 450 



ttc gca ccc cag cag gcg tct ggg aag gga cag ggc cac age tct gac 
Phe Ala Pro Gin Gin Ala Ser Gly Lys Gly Gin Gly His Ser Ser Asp 
455 460 465 



f|| 535 54 0 545 



ggg cca acg ttt tea att cca tec cca act ttt tct aag tea agt tea 
Gly Pro Thr Phe Ser He Pro Ser Pro Thr Phe Ser Lys Ser Ser Ser 
570 575 580 



2047 



agt ccc cct ccg get tgt gag acg get cag ctg ctg cct cac tgt gtg 2095 

Ser Pro Pro Pro Ala Cys Glu Thr Ala Gin Leu Leu Pro His Cys Val 
470 475 480 485 

gag tec tea ggt caa acc cat gta etc teg tec acg ttt etc age ccc 2143 

Glu Ser Ser Gly Gin Thr His Val Leu Ser Ser Thr Phe Leu Ser Pro 
|U 490 495 500 

*;* cag tgc tec cct cag cac teg ccc ctg ggg ggc ctg aag age ccg cag 2191 

P Gin Cys Ser Pro Gin His Ser Pro Leu Gly Gly Leu Lys Ser Pro Gin 

W 505 510 515 

m s 

cac ate age ctg cct cca tea ccc aac aac cat tac ttc ctg get tec 

His He Ser Leu Pro Pro Ser Pro Asn Asn His Tyr Phe Leu Ala Ser 

% l 52 0 52 5 53 0 



2239 



tct teg gga get cag aga gag aac cat ggg gtc tct tea ccc age age 22 87 
Ser Ser Gly Ala Gin Arg Glu Asn His Gly Val Ser Ser Pro Ser Ser 



ip a 9 c caa 999 tgc gca cag atg act ggt tta caa tct tct gac aag gtg 2335 
| s | s er Gin Gly Cys Ala Gin Met Thr Gly Leu Gin Ser Ser Asp Lys Val 
550 555 560 565 



2383 



gca gtt tea gat ate acc cag ccc cca tec tat gaa gat gca gtg aag 2431 
Ala Val Ser Asp He Thr Gin Pro Pro Ser Tyr Glu Asp Ala Val Lys 
585 590 595 

cag caa atg act egg agt cag cag atg gac gaa etc ctg gat gtc etc 2479 
Gin Gin Met Thr Arg Ser Gin Gin Met Asp Glu Leu Leu Asp Val Leu 
600 605 610 

att gaa agt gga gaa atg cca gcc gat gcc agg gaa gat cat tea tgt 2527 
He Glu Ser Gly Glu Met Pro Ala Asp Ala Arg Glu Asp His Ser Cys 
6 15 62 0 62 5 

ctt cag aaa att cca aag ate cct ggg tec tec tgc age cca act gcc 2575 
Leu Gin Lys He Pro Lys He Pro Gly Ser Ser Cys Ser Pro Thr Ala 
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630 635 640 



645 



ate ccc ccg aag ccc teg get tec ttt gag cag gca tct teg gga ggc 2623 
He Pro Pro Lys Pro Ser Ala Ser Phe Glu Gin Ala Ser Ser Gly Gly 
650 655 660 

cag atg gec ttc gat cac tac gec aac gac agt gac gaa cac ctg gaa 2671 

Gin Met Ala Phe Asp His Tyr Ala Asn Asp Ser Asp Glu His Leu Glu 

665 670 675 

gtc tta ttg aat tct cac age ccc ate gga aag gtg age gat gtt acc 2719 

Val Leu Leu Asn Ser His Ser Pro He Gly Lys Val Ser Asp Val Thr 
680 685 690 

etc etc aaa ate gga age gag gag cct cct ttt gac age ate atg gat 2767 

Leu Leu Lys He Gly Ser Glu Glu Pro Pro Phe Asp Ser He Met Asp 
695 700 705 

ggc ttc cca ggg aag get gcg gaa gat etc ttc agt get cac gag etc 2815 

Gly Phe Pro Gly Lys Ala Ala Glu Asp Leu Phe Ser Ala His Glu Leu 
710 715 720 725 



ttg cct ggg ccc etc tec ccg atg cat gca cag ttg tea cct cct tct 
Leu Pro Gly Pro Leu Ser Pro Met His Ala Gin Leu Ser Pro Pro Ser 
730 735 740 



age aac ctt acc tec agt ggg ccc age att ttc aac ate gat ttt ctg 
Ser Asn Leu Thr Ser Ser Gly Pro Ser lie Phe Asn He Asp Phe Leu 
775 780 785 



2863 



gtg gac age agt ggt ctg cag ctg age ttc acg gaa tct cct tgg gaa 2911 
Val Asp Ser Ser Gly Leu Gin Leu Ser Phe Thr Glu Ser Pro Trp Glu 
745 750 755 

aca atg gaa tgg ctg gac etc act cca cct agt tec acg cca ggc ttc 2959 
Thr Met Glu Trp Leu Asp Leu Thr Pro Pro Ser Ser Thr Pro Gly Phe 
760 765 770 



3007 



gat gtt aca gat ctt aat ctg aat tec cct atg gat etc cac tta cag 3055 
Asp Val Thr Asp Leu Asn Leu Asn Ser Pro Met Asp Leu His Leu Gin 
790 795 800 ~ 805 

cag tgg taaacacccg aggtacaaga gctacgagag ctcagtggga attcaatgga 3111 
Gin Trp 

ggaaagcacg ataceggaaa tgtgtgttcc aaaagatgaa ggggggaaaa tggggaggga 3171 
aaaaaaaaaa cagcaaegga ggtttttgtg acaactaacc agaacaaaca gaagtcagct 3231 
attaaaatat gtctaaatgt aatatctacc agcattcagt aactgttaat aacttcagtg 3291 
atgcattcaa aaatgtgctt tgtcagaata agaatgecaa aaatgttttt tcgctgcctt 3351 
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atctcatacc agtttttttg ggtttttttt 
tgtgtgtgtt gttatttggt tttctttttg 
ataggctgac cccattagct tttgttatga 
gagcctctgc cgcgggtgtg gggaagccat 
tcatcatcag tcagaagagc agggcctgtc 
tcagaatggt cagagggaca gaccaatcaa 
ccttgactcc caaatggtcc cactggactg 
tccagagaat ccacccagaa cacggtgctt 
agcaatgcat agcaggtgag aacttgaatc 
ctgaggcgct caaatactac tacctctagt 
gcaactggag gcccagggag ccgtactggg 
aacattccga gaaagaaata accatgaatt 
ttcttttttc ttctttttta tttttctttt 
ttcatctttc tctcagtact tttctttcaa 
taattctctc tctctctctc tctctctctc 
ttctaacaag ctaccatagt cctattaaag 
aaactctctt gccaaactct ttcttcacat 
atttctttag gaagaaactg gggatgtggc 
ttgtttttgt ttcaattctt gtttgattta 
gaaattggaa atcattgcag agtgaagata 
ttcagtagtt ttccaaacga gaacacaatt 
ccacagtctt gaggagttct tgttgccctg 
gacaacatac agtttggcca aggctctcag 
caatgttgca tgctgtagaa agtagctgtt 
caccaaggca ctgttttatt cttttgtaaa 
gaaaataatc aacaatgttg tgaatttttg 
gatttagaaa tcattccatt gtcaacttgt 



tgtttgtttg ttttttggtt tttttttttt 3411 
cccacagttt gtctcaggca atactgggac 3471 
atttactaaa ctttctgtgg aaggagaaca 3531 
cctgtgcttg aggcagcaca cgtgtgtcca 3591 
tcacccaatc gagtccttaa gacagaataa 3651 
ttcccaggaa agcaaaagtg actcaatgtc 3711 
gtgatcactg gtgacaacta actagctttg 3771 
tttagccagt agtccacctc tatgtgcatc 3831 
acagaaactt catgccatgg atggagactc 3891 
tccaaagact agagctagat gatcagaaag 3951 
acaagttaga attagagaac gatgtcattt 4011 
gctattacag gagtaacaca cagggccagc 4071 
cttattgtga gcagagggaa ttcacctcag 4131 
gatatcaatc ctttatgact cttttgcttt 4191 
tctctctttc tctcaaagga gaggtttcag 4251 
ccattttttt ttttagaata ttaaaagtcc 4311 
gcgcattggc tgaaaacaga atttacaaga 4371 
ccattggtca caaagttttt ttgtttgttt 4431 
tggacaatct ttggtttgta ttgctctgga 4491 
aatcagggca ccatgtatag tagagaatgt 4551 
gcacactgta aacaacagga gtgtgaagga 4 611 
tgtttggtga aggcgttggg gaccgaggaa 4671 
aggcttgctg tggcgccaat tcaagtatta 4731 
gctgttgttt tgttttgttt taatttaagt 4791 
aaaaaaaaaa gttcactgtg cacttataga 4851 
agaagacttt tttttttttg ataaaccaaa 4911 
aaaaaaaaaa aaaaaaaa 4959 
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<210> 2 

<211> 807 

<212> PRT 

<213> Mus musculus 



<400> 2 

Met Asp Ser Ser Val Lys Glu Ala He Lys Gly Thr Glu Val Ser Leu 
15 10 15 

Ser Lys Ala Ala Asp Ala Phe Ala Phe Glu Asp Asp Ser Ser Arg Asp 
20 25 30 

Gly Leu Ser Pro Asp Gin Ala Arg Ser Glu Asp Pro Gin Gly Ser Thr 
35 40 45 

Gly Ser Thr Pro Asp He Lys Ser Thr Glu Ala Pro Leu Asp Thr He 
50 55 60 

Gin Asp Leu Thr Pro Gly Ser Glu Ser Asp Lys Asn Asp Ala Ala Ser 
65 70 75 80 

Gin Pro Gly Asn Gin Ser Asp Pro Gly Lys Gin Val Leu Gly Pro Leu 
85 90 95 

Ser Thr Pro He Pro Val His Thr Ala Val Lys Ser Lys Ser Leu Gly 
100 105 110 

Asp Ser Lys Asn Arg His Lys Lys Pro Lys Asp Pro Lys Pro Lys Val 
H5 120 125 

Lys Lys Leu Lys Tyr His Gin Tyr He Pro Pro Asp Gin Lys Ala Glu 
130 135 140 

Lys Ser Pro Pro Pro Met Asp Ser Ala Tyr Ala Arg Leu Leu Gin Gin 
145 150 155 160 

Gin Gin Leu Phe Leu Gin Leu Gin He Leu Ser Gin Gin Gin Gin Gin 
165 170 175 

Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin 
180 185 190 

Arg Phe Ser Tyr Pro Gly Met His Gin Thr His Leu Lys Glu Pro Asn 
195 200 205 

Glu Gin Met Ala Arg Asn Pro Asn Pro Ser Ser Thr Pro Leu Ser Asn 
210 215 220 



Thr Pro Leu Ser Pro Val Lys Asn Ser He Ser Gly Gin Thr Gly Val 
225 230 235 240 
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Ser Ser Leu Lys Pro Gly Pro Leu Pro Pro Asn Leu Asp Asp Leu Lys 
245 250 255 



Val Ser Glu Leu Arg Gin Gin Leu Arg lie Arg Gly Leu Pro Val Ser 
260 265 270 

Gly Thr Lys Thr Ala Leu Val Asp Arg Leu Arg Pro Phe Gin Asp Cys 
275 280 285 

Ala Gly Asn Pro Val Pro Asn Phe Gly Asp He Thr Thr Val Thr Phe 

290 295 300 

Pro Val Thr Pro Asn Thr Leu Pro Ser Tyr Gin Ser Ser Pro Thr Gly 
305 310 315 320 

Phe Tyr His Phe Gly Ser Thr Ser Ser Ser Pro Pro He Ser Pro Ala 
325 330 335 

Ser Ser Asp Leu Ser Ala Ala Gly Ser Leu Pro Asp Thr Phe Thr Asp 
340 345 350 

Ala Ser Pro Gly Phe Gly Leu His Ala Ser Pro Val Pro Ala Cys Thr 

355 360 365 

Asp Glu Ser Leu Leu Ser Ser Leu Asn Gly Gly Ser Gly Pro Ser Glu 
370 375 380 

Pro Asp Gly Leu Asp Ser Glu Lys Asp Lys Met Leu Val Glu Lys Gin 
385 390 395 400 

Lys Val He Asn Gin Leu Thr Trp Lys Leu Arg Gin Glu Gin Arg Gin 
405 410 415 

Val Glu Glu Leu Arg Met Gin Leu Gin Lys Gin Lys Ser Ser Cys Ser 
420 425 430 

Asp Gin Lys Pro Leu Pro Phe Leu Ala Thr Thr He Lys Gin Glu Asp 
435 440 445 

Val Ser Ser Cys Pro Phe Ala Pro Gin Gin Ala Ser Gly Lys Gly Gin 
450 455 460 

Gly His Ser Ser Asp Ser Pro Pro Pro Ala Cys Glu Thr Ala Gin Leu 
465 470 475 480 

Leu Pro His Cys Val Glu Ser Ser Gly Gin Thr His Val Leu Ser Ser 
485 490 495 

Thr Phe Leu Ser Pro Gin Cys Ser Pro Gin His Ser Pro Leu Gly Gly 
500 505 510 

Leu Lys Ser Pro Gin His He Ser Leu Pro Pro Ser Pro Asn Asn His 
515 520 525 
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Tyr Phe Leu Ala Ser Ser Ser Gly Ala Gin Arg Glu Asn His Gly Val 
530 535 540 



Ser Ser Pro Ser Ser Ser Gin Gly Cys Ala Gin Met Thr Gly Leu Gin 
545 550 555 560 

Ser Ser Asp Lys Val Gly Pro Thr Phe Ser He Pro Ser Pro Thr Phe 
565 570 575 

Ser Lys Ser Ser Ser Ala Val Ser Asp He Thr Gin Pro Pro Ser Tyr 
580 585 590 

Glu Asp Ala Val Lys Gin Gin Met Thr Arg Ser Gin Gin Met Asp Glu 
595 600 605 

Leu Leu Asp Val Leu He Glu Ser Gly Glu Met Pro Ala Asp Ala Arg 
610 615 620 

Glu Asp His Ser Cys Leu Gin Lys He Pro Lys He Pro Gly Ser Ser 
625 630 635 640 

Cys Ser Pro Thr Ala He Pro Pro Lys Pro Ser Ala Ser Phe Glu Gin 

645 650 655 

Ala Ser Ser Gly Gly Gin Met Ala Phe Asp His Tyr Ala Asn Asp Ser 
660 665 670 

Asp Glu His Leu Glu Val Leu Leu Asn Ser His Ser Pro He Gly Lys 
675 680 685 

Val Ser Asp Val Thr Leu Leu Lys He Gly Ser Glu Glu Pro Pro Phe 
690 695 700 

Asp Ser He Met Asp Gly Phe Pro Gly Lys Ala Ala Glu Asp Leu Phe 

705 710 715 720 

Ser Ala His Glu Leu Leu Pro Gly Pro Leu Ser Pro Met His Ala Gin 
725 730 735 

Leu Ser Pro Pro Ser Val Asp Ser Ser Gly Leu Gin Leu Ser Phe Thr 
740 745 750 

Glu Ser Pro Trp Glu Thr Met Glu Trp Leu Asp Leu Thr Pro Pro Ser 
755 760 765 

Ser Thr Pro Gly Phe Ser Asn Leu Thr Ser Ser Gly Pro Ser He Phe 
770 775 780 

Asn He Asp Phe Leu Asp Val Thr Asp Leu Asn Leu Asn Ser Pro Met 
785 790 795 800 

Asp Leu His Leu Gin Gin Trp 



25107047.1 



-9- 



805 



<210> 3 

<211> 3907 

<212> DNA 

<213> Mus musculus 

<220> 

<221> CDS 

<222> (5) . . (2083) 

<400> 3 

ccaa ggg ate atg ccg cct ttg aaa agt cca gec gca ttt cat gag cag 4 9 

Gly lie Met Pro Pro Leu Lys Ser Pro Ala Ala Phe His Glu Gin 
15 10 15 

$ n aga agg age ttg gag egg gee agg aca gag gac tat etc aaa egg aag 97 
Arg Arg Ser Leu Glu Arg Ala Arg Thr Glu Asp Tyr Leu Lys Arg Lys 
20 25 30 



a 



in 

m 



att cgt tec egg ccg gag aga teg gag ctg gtc agg atg cac att ttg 145 
lie Arg Ser Arg Pro Glu Arg Ser Glu Leu Val Arg Met His lie Leu 
35 40 45 

gaa gag ace teg get gag cca tec etc cag gec aag cag ctg aag ctg 193 
Glu Glu Thr Ser Ala Glu Pro Ser Leu Gin Ala Lys Gin Leu Lys Leu 
50 55 60 



14 aag aga gee aga eta gec gat gac etc aat gag aag att gca cag agg 241 

Q Lys Arg Ala Arg Leu Ala Asp Asp Leu Asn Glu Lys lie Ala Gin Arg 

p 65 70 75 

cct ggc ccc atg gag ctg gtg gag aag aac ate ctt cct gtt gag tec 289 

Pro Gly Pro Met Glu Leu Val Glu Lys Asn lie Leu Pro Val Glu Ser 

80 85 90 95 

age ctg aag gaa gec ate att gtg ggc cag gtg aac tat ccc aaa gta 337 

Ser Leu Lys Glu Ala lie lie Val Gly Gin Val Asn Tyr Pro Lys Val 

100 105 110 

gca gac age tct tec ttc gat gag gac age age gat gee tta tec ccc 3 85 

Ala Asp Ser Ser Ser Phe Asp Glu Asp Ser Ser Asp Ala Leu Ser Pro 

115 120 125 

gag cag cct gec age cat gag tec cag ggt tct gtg ccg tea ccc ctg 433 

Glu Gin Pro Ala Ser His Glu Ser Gin Gly Ser Val Pro Ser Pro Leu 

130 135 140 

gag gee cga gtc age gaa cca ctg etc agt gee ace tct gca tec ccc 481 

Glu Ala Arg Val Ser Glu Pro Leu Leu Ser Ala Thr Ser Ala Ser Pro 

145 150 155 
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acc cag gtt gtg tct caa ctt ccg atg ggc egg gat tec aga gaa atg 52 9 
Thr Gin Val Val Ser Gin Leu Pro Met Gly Arg Asp Ser Arg Glu Met 
160 165 170 175 

ctt ttc ctg gca gag cag cct cct ctg cct ccc cca cct ctg ctg cct 577 
Leu Phe Leu Ala Glu Gin Pro Pro Leu Pro Pro Pro Pro Leu Leu Pro 
180 185 190 

ccc age etc acc aat gga acc act ate ccc act gec aag tec acc ccc 625 
Pro Ser Leu Thr Asn Gly Thr Thr lie Pro Thr Ala Lys Ser Thr Pro 
195 200 205 

aca etc att aag caa age caa ccc aag tct gee agt gag aag tea cag 673 
Thr Leu He Lys Gin Ser Gin Pro Lys Ser Ala Ser Glu Lys Ser Gin 
210 215 220 

cgc age aag aag gee aag gag ctg aag cca aag gtg aag aag etc aag 721 
Arg Ser Lys Lys Ala Lys Glu Leu Lys Pro Lys Val Lys Lys Leu Lys 
225 230 235 

tac cac cag tac ate ccc ccg gac cag aag cag gac agg ggg gca ccc 769 
Tyr His Gin Tyr He Pro Pro Asp Gin Lys Gin Asp Arg Gly Ala Pro 

240 245 250 255 

ccc atg gac tea tec tac gec aag ate ctg cag cag cag cag etc ttc 817 
Pro Met Asp Ser Ser Tyr Ala Lys He Leu Gin Gin Gin Gin Leu Phe 
260 265 270 

etc cag ctg cag ate etc aac cag cag cag cag cag cac cac aac tac 865 
Leu Gin Leu Gin He Leu Asn Gin Gin Gin Gin Gin His His Asn Tyr 
275 280 285 

cag gee ate ctg cct gec ccg cca aag tea gca ggc gag gee ctg gga 913 
Gin Ala He Leu Pro Ala Pro Pro Lys Ser Ala Gly Glu Ala Leu Gly 
290 295 300 

age age ggg acc ccc cca gta cgc age etc tec act acc aat age age 961 
Ser Ser Gly Thr Pro Pro Val Arg Ser Leu Ser Thr Thr Asn Ser Ser 
305 310 315 

tec age teg ggc gee cct ggg ccc tgt ggg ctg gca cgt cag aac age 1009 
Ser Ser Ser Gly Ala Pro Gly Pro Cys Gly Leu Ala Arg Gin Asn Ser 
320 325 330 335 

acc tea ctg act ggc aag ccg gga gee ctg ccg gee aac ctg gac gac 1057 
Thr Ser Leu Thr Gly Lys Pro Gly Ala Leu Pro Ala Asn Leu Asp Asp 
340 345 350 

atg aag gtg gca gag ctg aag cag gag ctg aag ttg cga tea ctg cct 1105 
Met Lys Val Ala Glu Leu Lys Gin Glu Leu Lys Leu Arg Ser Leu Pro 
355 360 365 
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gtc 
Val 


teg 
Ser 


ggc 
Gly 
370 


acc 
Thr 


aaa 
Lys 


act 
Thr 


gag 
Glu 


ctg 
Leu 
375 


att 
He 


gag 

Glu 


cgc 
Arg 


ctt 
Leu 


cga 
Arg 
380 


gee 
Ala 


tat 

Tyr 


caa 
Gin 


1153 




gac 
Asp 


caa 
Gin 
385 


ate 
He 


age 
Ser 


cct 
Pro 


gtg 
Val 


cca 
Pro 
390 


gga 
Gly 


gee 
Ala 


ccc 
Pro 


aag 
Lys 


gee 
Ala 
395 


cct 
Pro 


gee 
Ala 


gee 
Ala 


acc 
Thr 


1201 




tct 
Ser 
400 


ate 
He 


ctg 
Leu 


cac 
His 


aag 
Lys 


get 
Ala 
405 


ggc 
Gly 


gag 
Glu 


gtg 
Val 


gtg 
Val 


gta 

Val 
410 


gee 
Ala 


ttc 
Phe 


cca 
Pro 


gcg 
Ala 


gee 
Ala 
415 


1249 




egg 

Arg 


ctg 
Leu 


age 

Ser 


acg 
Thr 


ggg 

Gly 
420 


cca 
Pro 


gee 
Ala 


ctg 

Leu 


gtg 

val 


gca 
Ala 
425 


gca 

Ala 


ggc 

Gly 


ctg 

Leu 


get 

Ala 


cca 
Pro 
430 


get 

Ala 


1297 


F\ 


gag 
Glu 


gtg 
Val 


gtg 
Val 


gtg 
Val 

435 


gee 
Ala 


acg 
Thr 


gtg 
Val 


gee 
Ala 


age 
Ser 

440 


agt 
Ser 


ggg 

Gly 


gtg 
Val 


gtg 
Val 


aag 
Lys 

445 


ttt 
Phe 


ggc 
Gly 


1345 


m 

111 


age 
Ser 


acg 
Thr 


ggc 
Gly 
450 


tec 
Ser 


acg 
Thr 


ccc 
Pro 


ccc 
Pro 


gtg 
Val 
455 


tct 
Ser 


ccc 
Pro 


acc 
Thr 


ccc 
Pro 


teg 
Ser 
460 


gag 
Glu 


cgc 
Arg 


tea 
Ser 


1393 


s? 

1^ 

f 5 s 


ctg 
Leu 


etc 
Leu 
465 


age 
Ser 


acg 
Thr 


ggc 
Gly 


gat 
Asp 


gaa 
Glu 
470 


aac 
Asn 


tec 
Ser 


acc 
Thr 


ccc 
Pro 


ggg 

Gly 
475 


gac 
Asp 


acc 
Thr 


ttt 
Phe 


ggt 

Gly 


1441 


III 


gag 
Glu 
480 


atg 
Met 


gtg 

Val 


aca 
Thr 


tea 
Ser 


cct 
Pro 
485 


ctg 
Leu 


acg 
Thr 


cag 
Gin 


ctg 
Leu 


acc 
Thr 
490 


ctg 
Leu 


cag 
Gin 


gee 
Ala 


teg 
Ser 


cca 
Pro 
495 


1489 




ctg 
Leu 


cag 
Gin 


ate 
lie 


etc 
Leu 


gtg 
Val 
500 


aag 

Lys 


gag 
Glu 


gag 
Glu 


ggc 
Gly 


ccc 
Pro 
505 


egg 
Arg 


gee 
Ala 


ggg 

Gly 


tec 
Ser 


tgt 
Cys 
510 


tgc 
Cys 


1537 




ctg 
Leu 


age 
Ser 


cct 
Pro 


ggg 

Gly 
515 


ggg 

Gly 


egg 

Arg 


gcg 
Ala 


gag 
Glu 


eta 
Leu 
520 


gag 
Glu 


ggg 

Gly 


cgc 
Arg 


gac 
Asp 


aag 
Lys 
525 


gac 
Asp 


cag 
Gin 


1585 




atg 
Met 


ctg 
Leu 


cag 
Gin 
530 


gag 
Glu 


aaa 
Lys 


gac 
Asp 


aag 
Lys 


cag 
Gin 
535 


ate 
He 


gag 

Glu 


gcg 

Ala 


cug 
Leu 


acg 
Thr 
540 


cgc 
Arg 


atg 
Met 


etc 
Leu 


1633 




egg 
Arg 


cag 
Gin 
545 


aag 

Lys 


cag 
Gin 


cag 
Gin 


ctg 
Leu 


gtg 
Val 
550 


gag 
Glu 


egg 
Arg 


etc 
Leu 


aag 
Lys 


ctg 
Leu 
555 


cag 
Gin 


ctg 
Leu 


gag 

Glu 


cag 
Gin 


1681 




gag 
Glu 
560 


aag 
Lys 


cga 
Arg 


gee 
Ala 


cag 
Gin 


cag 
Gin 
565 


ccc 
Pro 


gee 
Ala 


ccc 
Pro 


gee 
Ala 


ccc 
Pro 
570 


gee 
Ala 


ccc 
Pro 


etc 
Leu 


ggc 

Gly 


acc 
Thr 
575 


1729 




ccc 


gtg 


aag 


cag 


gag 


aac 


age 


ttc 


tec 


age 


tgc 


cag 


ctg 


age 


cag 


cag 


1777 
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Pro Val Lys Gin Glu Asn Ser Phe Ser Ser Cys Gin Leu Ser Gin Gin 
580 585 590 



ccc ctg ggc ccc get 
Pro Leu Gly Pro Ala 
595 

acc aac cac ata gac 
Thr Asn His lie Asp 
610 

gtg gtg aag cag gaa 
Val Val Lys Gin Glu 
625 

ccc cag ttg ctt ctg 
Pro Gin Leu Leu Leu 
640 

gca cct ccc acc etc 
Ala Pro Pro Thr Leu 
660 

acc gtg acc aat aag 
Thr Val Thr Asn Lys 
675 

ccc cag cag ccc teg 
Pro Gin Gin Pro Ser 
690 

geccagatgg acctggagca cccactgcag cccctctttg ggacccccac ttctctgctg 2173 
aagaaggaac cacctggcta tgaggaagee atgagecage agcccaaaca gcaggaaaat 2233 
ggttcctcaa gecagcagat ggacgacctg tttgacattc tcattcagag eggagaaatt 2293 
tcagcagatt teaaggagee gccatccctg ccagggaagg agaagecate cccgaagaca 2353 
gtctgtgggt cccccctggc agcacagcca tcaccttctg ctgagctccc ccaggctgcc 2413 
ccacctcctc caggctcacc ctccctccct ggacgcctgg aggacttcct ggagagcagc 2473 
aeggggctge ccctgctgac cagtgggcat gaegggecag agcccctttc cctcattgac 2533 
gacctccata gecagatget gagcagcact gccatcctgg accacccccc gtcacccatg 2593 
gacacctcgg aattgeaett tgttcctgag cccagcagca ccatgggcct ggacctggct 2653 
gatggccacc tggacagcat ggactggctg gagctgtcgt caggtggtcc cgtgctgagc 2713 
ctagcccccc tcagcaccac agcccccagc ctcttctcca cagacttcct egatggecat 2773 
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cac cca ttc aac ccc age ctg gcg gee cca gec 1825 
His Pro Phe Asn Pro Ser Leu Ala Ala Pro Ala 
600 605 

cct tgt get gtg gec ccg ggg ccc ccg tec gtg 1873 
Pro Cys Ala Val Ala Pro Gly Pro Pro Ser Val 
615 620 

gec ttg cag cct gag ccc gag ccg gtc ccc gec 1921 
Ala Leu Gin Pro Glu Pro Glu Pro Val Pro Ala 
630 635 

ggg cct cag ggc ccc age etc ate aag ggg gtt 1969 
Gly Pro Gin Gly Pro Ser Leu He Lys Gly Val 
645 650 655 

ate acc gac tec aca ggg acc cac ctt gtc etc 2017 
He Thr Asp Ser Thr Gly Thr His Leu Val Leu 
665 670 

aat gca gac age cct ggc ctg tec agt ggg age 2 065 
Asn Ala Asp Ser Pro Gly Leu Ser Ser Gly Ser 
680 685 

tec cagcctggct ctccagcgcc tgccccctct 2113 
Ser 



gatttgcagc tgcactggga ttcctgcttg tagctctctg gctcaagacg gggtggggaa 2833 
ggggctggga gccagggtac tccaatgcgt ggctctcctg cgtgattcgg cctctccaca 2893 
tggttgtgag tcttgacaat cacagcccct gctttttccc ttccctggga ggctagaaca 2953 
gagaagccct tactcctggt tcagtgccac gcagggcaga ggagagcagc tgtcaagaag 3 013 
cagccctggc tctcacgctg gggttttgga cacacggtca gggtcagggc catttcagct 3073 
tgacctcctt ttttgaggtc agggggcact gtctgtctgg ctacaatttg gctaaggtag 3133 
gtgaagcctg gccaggcggg aggcttctct tctgacccag ggctgagaca ggttaagggg 3193 
tgaatctcct tcctttctct ccctgctttg ctgtgaaggg agaaattagc ctgggcctct 3253 
accccctatt ccctgtgtct gccaacccca ggatcccagg gctccctgcc attttagtgt 3313 
cttggtgtag tgtaaccatt tagtggttgg tggcaacaat tttatgtaca ggtgtatata 3373 
cctctatatt atatatcgac atacatatat atttttgggg gggggcggac aggagatggg 3433 
tgcaactccc tcccatccta ctctcacaga agggcctgga tgcaaggtta cccttgagct 3493 
gtgtgccaca gtctggtgcc cagtctggca tgcagctacc caggcccacc catcacgtgt 3553 
gattgacatg taggtaccct gccacggcct atgccccacc tgccctgctt cctggctcct 3613 
tatcagtgcc atgagggcag aggtgctacc tggccttcct gccaggagct ctccacccac 367 3 
tcacattccg tccccgccgc ctcactgcag ccagcgtggt cctaggacag gaggagcttc 373 3 
gggcccagct tcaccctgcg gtggggctga ggggtggcca tctcctgccc tggggccact 3793 
ggcttcacat tctgggctga ctcatagggg agtaggggtg gagtcaccaa aaccagtgct 3 853 
gggacaaaga tggggaaggt gtgtgaactt tttaaaataa acacaaaaac acag 3 907 

<210> 4 
<211> 693 
<212> PRT 

<213> Mus musculus 
<400> 4 

Gly lie Met Pro Pro Leu Lys Ser Pro Ala Ala Phe His Glu Gin Arg 
15 10 15 

Arg Ser Leu Glu Arg Ala Arg Thr Glu Asp Tyr Leu Lys Arg Lys lie 
20 25 30 

Arg Ser Arg Pro Glu Arg Ser Glu Leu Val Arg Met His lie Leu Glu 
35 40 45 
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Glu Thr Ser Ala Glu Pro Ser Leu Gin Ala Lys Gin Leu Lys Leu Lys 
50 55 60 



Arg Ala Arg Leu Ala Asp Asp Leu Asn Glu Lys lie Ala Gin Arg Pro 
65 70 75 80 

Gly Pro Met Glu Leu Val Glu Lys Asn lie Leu Pro Val Glu Ser Ser 
85 90 95 

Leu Lys Glu Ala lie lie Val Gly Gin Val Asn Tyr Pro Lys Val Ala 
100 105 110 

Asp Ser Ser Ser Phe Asp Glu Asp Ser Ser Asp Ala Leu Ser Pro Glu 

115 120 125 

Gin Pro Ala Ser His Glu Ser Gin Gly Ser Val Pro Ser Pro Leu Glu 
130 135 140 

Ala Arg Val Ser Glu Pro Leu Leu Ser Ala Thr Ser Ala Ser Pro Thr 
145 150 155 160 

Gin Val Val Ser Gin Leu Pro Met Gly Arg Asp Ser Arg Glu Met Leu 
165 170 175 

Phe Leu Ala Glu Gin Pro Pro Leu Pro Pro Pro Pro Leu Leu Pro Pro 
180 185 190 

Ser Leu Thr Asn Gly Thr Thr He Pro Thr Ala Lys Ser Thr Pro Thr 
195 200 205 

Leu He Lys Gin Ser Gin Pro Lys Ser Ala Ser Glu Lys Ser Gin Arg 
210 215 220 

Ser Lys Lys Ala Lys Glu Leu Lys Pro Lys Val Lys Lys Leu Lys Tyr 
225 230 235 240 

His Gin Tyr He Pro Pro Asp Gin Lys Gin Asp Arg Gly Ala Pro Pro 
245 250 255 

Met Asp Ser Ser Tyr Ala Lys He Leu Gin Gin Gin Gin Leu Phe Leu 
260 265 270 

Gin Leu Gin He Leu Asn Gin Gin Gin Gin Gin His His Asn Tyr Gin 
275 280 285 

Ala He Leu Pro Ala Pro Pro Lys Ser Ala Gly Glu Ala Leu Gly Ser 
290 295 300 

Ser Gly Thr Pro Pro Val Arg Ser Leu Ser Thr Thr Asn Ser Ser Ser 
305 310 315 320 

Ser Ser Gly Ala Pro Gly Pro Cys Gly Leu Ala Arg Gin Asn Ser Thr 
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325 330 335 

Ser Leu Thr Gly Lys Pro Gly Ala Leu Pro Ala Asn Leu Asp Asp Met 

340 345 350 

Lys Val Ala Glu Leu Lys Gin Glu Leu Lys Leu Arg Ser Leu Pro Val 
355 360 365 

Ser Gly Thr Lys Thr Glu Leu lie Glu Arg Leu Arg Ala Tyr Gin Asp 
370 375 380 

Gin lie Ser Pro Val Pro Gly Ala Pro Lys Ala Pro Ala Ala Thr Ser 
385 390 395 400 

He Leu His Lys Ala Gly Glu Val Val Val Ala Phe Pro Ala Ala Arg 
405 410 415 

Leu Ser Thr Gly Pro Ala Leu Val Ala Ala Gly Leu Ala Pro Ala Glu 
420 425 430 

Val Val Val Ala Thr Val Ala Ser Ser Gly Val Val Lys Phe Gly Ser 
435 440 445 

Thr Gly Ser Thr Pro Pro Val Ser Pro Thr Pro Ser Glu Arg Ser Leu 
450 455 460 

Leu Ser Thr Gly Asp Glu Asn Ser Thr Pro Gly Asp Thr Phe Gly Glu 
465 470 475 480 

Met Val Thr Ser Pro Leu Thr Gin Leu Thr Leu Gin Ala Ser Pro Leu 
485 490 495 

Gin He Leu Val Lys Glu Glu Gly Pro Arg Ala Gly Ser Cys Cys Leu 
500 505 510 

Ser Pro Gly Gly Arg Ala Glu Leu Glu Gly Arg Asp Lys Asp Gin Met 
515 520 525 

Leu Gin Glu Lys Asp Lys Gin lie Glu Ala Leu Thr Arg Met Leu Arg 
530 535 540 

Gin Lys Gin Gin Leu Val Glu Arg Leu Lys Leu Gin Leu Glu Gin Glu 

545 550 555 560 

Lys Arg Ala Gin Gin Pro Ala Pro Ala Pro Ala Pro Leu Gly Thr Pro 
565 570 575 

Val Lys Gin Glu Asn Ser Phe Ser Ser Cys Gin Leu Ser Gin Gin Pro 
580 585 590 

Leu Gly Pro Ala His Pro Phe Asn Pro Ser Leu Ala Ala Pro Ala Thr 
595 600 605 
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Asn His He Asp Pro Cys Ala Val Ala Pro Gly Pro Pro Ser Val Val 
610 615 620 



Val Lys Gin Glu Ala Leu Gin Pro 
625 630 

Gin Leu Leu Leu Gly Pro Gin Gly 
645 

Pro Pro Thr Leu lie Thr Asp Ser 
660 

Val Thr Asn Lys Asn Ala Asp Ser 
675 680 

Gin Gin Pro Ser Ser 
690 



Glu Pro Glu Pro Val Pro Ala Pro 
635 640 

Pro Ser Leu He Lys Gly Val Ala 
650 655 

Thr Gly Thr His Leu Val Leu Thr 
665 670 

Pro Gly Leu Ser Ser Gly Ser Pro 
685 



<210> 5 
<211> 35 
<212> PRT 

<213> Mus musculus 

<400> 5 

Leu Glu Lys Met Lys Val Ser Asp Leu Lys Gin His Leu Lys Arg Arg 
15 10 15 

Asn Leu Pro Val Ser Gly Pro Lys Pro His Leu He Glu Arg Leu Lys 
20 25 30 



Pro Tyr Leu 
35 



<210> 6 

<211> 6459 

<212> DNA 

<213> Mus musculus 

<220> 

<221> CDS 

<222> (1) . . (1053) 

<400> 6 

cag act tea cca caa gca gga atg 
Gin Thr Ser Pro Gin Ala Gly Met 
1 5 

get gca caa ata cca act get gec 
Ala Ala Gin He Pro Thr Ala Ala 
20 



cag act cag cct cag ata gca act 
Gin Thr Gin Pro Gin He Ala Thr 
10 15 

ttg gec tea ggc ttg gee cca act 
Leu Ala Ser Gly Leu Ala Pro Thr 
25 30 
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gta cct cag aca caa gac acg ttc ccg cag cat gtg etc agt cag cct 
Val Pro Gin Thr Gin Asp Thr Phe Pro Gin His Val Leu Ser Gin Pro 

35 40 45 



caa caa gtc aga aag gtt ttc aca aac tea gca tea tea aat aca gtt 
Gin Gin Val Arg Lys Val Phe Thr Asn Ser Ala Ser Ser Asn Thr Val 
50 55 60 

ctt cca tat cag aga cat cct gec cca get gtc cag cag ccc ttt ate 
Leu Pro Tyr Gin Arg His Pro Ala Pro Ala Val Gin Gin Pro Phe lie 
65 70 75 80 

aat aag gee tec aac agt gtt ctt caa tec aga aat get ccg ctt cca 
Asn Lys Ala Ser Asn Ser Val Leu Gin Ser Arg Asn Ala Pro Leu Pro 
85 90 95 

tec ctg caa aat gga cct aac aca ccc aac aag cct agt tea ccc ccg 
Ser Leu Gin Asn Gly Pro Asn Thr Pro Asn Lys Pro Ser Ser Pro Pro 
100 105 110 

cca ccc cag caa ttt gtc gtc cag cac tct eta ttt ggg agt cca gtc 
Pro Pro Gin Gin Phe Val Val Gin His Ser Leu Phe Gly Ser Pro Val 
115 120 125 

gec aag aca aaa gat ccc ccc cgc tat gag gag gee ate aag cag aca 
Ala Lys Thr Lys Asp Pro Pro Arg Tyr Glu Glu Ala lie Lys Gin Thr 
130 135 140 

cgc age aca cag gee cct ctg cca gag att tec aac get cac agt cag 
Arg Ser Thr Gin Ala Pro Leu Pro Glu lie Ser Asn Ala His Ser Gin 
145 150 155 160 

cag atg gat gac etc ttt gat ate etc att aag agt gga gag ate tec 
Gin Met Asp Asp Leu Phe Asp lie Leu lie Lys Ser Gly Glu lie Ser 
165 170 175 

etc ccc ata aaa gaa gaa cct tct cct att tec aaa atg aga cca gtg 
Leu Pro lie Lys Glu Glu Pro Ser Pro lie Ser Lys Met Arg Pro Val 
180 185 190 

aca gee age ate ace aca atg cca gtg aat aca gtg gtg tec egg cca 
Thr Ala Ser lie Thr Thr Met Pro Val Asn Thr Val Val Ser Arg Pro 
195 200 205 

cca ccc caa gtc caa atg gca cca cct gta tct tta gaa cct atg ggc 
Pro Pro Gin Val Gin Met Ala Pro Pro Val Ser Leu Glu Pro Met Gly 

210 215 220 

agt tta tct gec age tta gag aac caa eta gaa get ttc ttg gat gga 
Ser Leu Ser Ala Ser Leu Glu Asn Gin Leu Glu Ala Phe Leu Asp Gly 
225 230 235 240 
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act tta ccc tea gec aat gaa att cct cca eta caa age age agt gaa 768 
Thr Leu Pro Ser Ala Asn Glu He Pro Pro Leu Gin Ser Ser Ser Glu 
245 250 255 

gac aga gag ccc ttc tct ctg ate gag gac etc cag aat gat ctg ctg 816 
Asp Arg Glu Pro Phe Ser Leu He Glu Asp Leu Gin Asn Asp Leu Leu 
260 265 270 

agt cac tea ggt atg ctg gac cat tea cac tea ccc atg gag act tec 864 
Ser His Ser Gly Met Leu Asp His Ser His Ser Pro Met Glu Thr Ser 
275 280 285 

gag acc cag ttt get gca ggt act ccc tgt ctg tct etc gac ctg tea 912 
Glu Thr Gin Phe Ala Ala Gly Thr Pro Cys Leu Ser Leu Asp Leu Ser 

290 295 300 

gac tea aac ttg gac aac atg gag tgg ttg gac att acc atg ccc aac 960 
Asp Ser Asn Leu Asp Asn Met Glu Trp Leu Asp He Thr Met Pro Asn 
305 310 315 320 

tec tct tea gga etc act cct etc age acc acc gcg ccg age atg ttc 1008 
Ser Ser Ser Gly Leu Thr Pro Leu Ser Thr Thr Ala Pro Ser Met Phe 
325 330 335 

tct get gac ttt eta gac cca cag gac eta ccg ctg cca tgg gac 1053 
Ser Ala Asp Phe Leu Asp Pro Gin Asp Leu Pro Leu Pro Trp Asp 
340 345 350 

taaegtcaca gatttctttt ctgagagttg atgaggttta agaacatgaa gattctaaaa 1113 

ggtcagtttt tagagataga tctatagttg cattgttgca atcaaaatat gttgtcacag 1173 

aaagaatagg tggaaggtca tagcctggaa cccaagtttg aaaacatttc attgtgttca 123 3 

gtagtgaatt tctacagttt aacatagcac agggecttet gaaaatcgea cttgtcaaag 1293 

acgactcatc tatttctcca gacttcagta aagaatgaaa agtaccttta gataaaaaca 1353 

aagaagagta atatatgeag cacagtgacg ttaggattct ggtaattaac tacatttaaa 1413 

tctctggtca ctttaagacc ctaaataaaa ggcagacagc tccactcaaa aactaaggct 1473 

gatgtgaggg aggtgagagg tcactgcact tggtacttcc tagagaegge eggagecagg 1533 

cccaagacac agcagaggtc aaaggcagtg gagagecttg gccagttcag tgacagcttc 1593 

tggctgaaga cttttggttc tattcagaaa cctgtgtcgt ttttttggtg ttgtagttta 1653 

ttttgtgatt ttttggaatc gtactttata tttccaaatt taaatttaaa tgeaagatet 1713 

ttcaacataa acagaagata cctacaaaat actgtcagaa gtccaggtat actgataaca 1773 

ctgaaaattc tattagcaac cttctgggtt ggttagattg attttaatgt atatattaga 1833 
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catttgtatg tatgctctga cattgtgatt 
ttacatatat aatctgtaaa catacatacg 
ggggtaagga aatgggtatc caaggtccta 
acttgagcca catgtatttc tgtatttaaa 
cccatctcaa agaaccaaga aaaggcttta 
agaagaatgg aaggtaaggg gaaggtctgt 
caggtcagat tgtgccacaa ggtgggcctc 
tcactaaccc tggttatcat tttacaggct 
tatattgtca agcctaagat tgaaaaactg 
cagttattac atatgtgtta agtcatttct 
ggattatttc aagctagtca ttgaggtata 
tctaccaaaa gagcatggag atttttctta 
ttgtgtaaac cctcaggtca ggttggttcc 
ctgacatgcc ggaggcagcc tgacccgtta 
tttgtgtttt gcctaagagc tgatcttatt 
ttactacgtg taacaaaagt ctgcttttcc 
tggcacttcc tgactcaaag gcactaacag 
agaggccact gtgctcagtg tagtctgtga 
accaacacac gggatacaat aactctctgt 
tacaagagtt taccacacta gatgttctgt 
cctgtctcca gggccaggct atttacttgg 
agtttttttg ctgagggttt ctgtctgggc 
cttcttcatt cagatttgaa tggcttatta 
aaggtaaccg aacactagta ccattgactc 
tgaattgtgt agatagtttt ctagctctcg 
tgaaacatgc cacaggaagg ttgctctcca 



tgtacagcct accaaccaat ctaactaaaa 1893 
agactgtaac actaaacatg tcggatggct 1953 
cttttttaat agctcgaata tttctagagt 2013 
gaattgctga ctaactttca ggtaaccaga 2073 
gcatgaaata tctttctgag ctggcgagtt 2133 
catctaccca ggacattccc atgatgagta 2193 
cacgtccctg ccctggccct ctttcttctg 2253 
tgtaactgga tattctacca gagctctcac 2313 
gaggctttat tagtgttttt atatagaaaa 2373 
taagaatttt ctaaaatgcc aactatcaca 2433 
tgacaaaatg taaataacaa aaaactgaaa 2493 
aataataata ttgtgctctc cacctcaccc 2553 
cctgggtcac aaaatggtaa atgttccata 2613 
tttggaaaga atttgtgaat tatttctggg 2673 
tctgatttgt gtgtgtgtgg tttataaatt 2733 
agcatgagca cactggagcc ctctgctcac 2793 
tgctcatgtg ccttccagac ggttcaaggc 2853 
tgaatagttt aagtgttcag aaattggtaa 2 913 
taaccagaac accgtcattt gaccaagccc 2973 
gaatcctcga gtcagttcca ttgagagggg 3 033 
gaaagtattt ttcttacagt tcttggccac 3093 
ctatcaggtc catacttaga ccctgagcat 3153 
aattagcacc aaatatcagt gggactgtag 3213 
tcgttgaata actttatatt tccataatcc 3273 
ggtcccttta ttgcttttta aaatagggtt 3333 
aaaatacaca gtgcagtgca agaaaatgct 3393 
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atctcattgg cctactctcc tatgaattgc taaagtgccc acttcacata tgtgtttaaa 3453 
cctttataaa ccagtatttc acttttaaaa agacaaggca tctctaccca ttaactctgc 3513 
aagccactcc acttgcacca ttccgcttga ccctcctctc tcctggcttg ggtcaccagc 3573 
caggcacctg tgacacgagt gctgctctcc aggatctcca ctacatgttc caggttggag 3633 
tgaggacgcg ctatgtgctc acactcatgt gacatgacca aagatgatac tctgtaaaca 3693 
aggcccttct gaccggactc agtgcgtgtg atggtgagtg caatgaggaa gggtggatat 3753 
tgactaaaga ctggttgttg ttgttgttta ggttagtgtc acagccatta cagcacaagt 3 813 
caaagtcgcc agttgaattt tcattatgca cgtgtgtggt ttaagcagtg gtactgttgt 3873 
atatcatatt gtaaagtatc atactgccaa gaaaataact cctagaaagg cattatctca 3933 
catccccatc ttactttcct acatgttctc aaaacacagt agtaccagcc ttacctttct 3993 
gctgtatgta gatagtcaga tcatcctact gggggtggga tgaatttaaa agttatacca 4053 
aaatttctgt aaagtctttg aaagtctagg agtaggtggt catcttgtac atttcagcaa 4113 
agcatccact aggaaacctc ataggacagt gttagtggtt cacgttctag tgtttttcct 4173 
gaaatgtgca atctactgta tagtattgcc acataattgt acatagatgt attctgaatt 4233 
tgtggaattt cttgcttaga tactattgtg tttgtttcat atgaatattt ttgtaattct 4293 
aaaagagatc ttatttaaat ttccttttta aaagccgcat ggttctgtga tccatgtaac 4353 
tgacactttt tggctttcag tgctgtttag aaacagtggc aaaggcaggg tggtgctgcc 4413 
tgcaagctgc tgcctatgga aggcaaagtc atagtaatga gatagcacct ctgaactgtg 4473 
cagtcagcat accctgagtg atggctcagg ggcgcactac ctattttgtc accagagctg 4533 
actcaggctt cctggaccct caaccccaga tcattccagg cagcatagct ttcttcacag 4593 
tcctttcaga attcccaggc tgaaatcagc catagcagtt gacaaaacag ctatccccac 4653 
aagtgatgag atagtccctt tactgtcctc aaatggactt ggccttagag acgtggtaaa 4713 
gcactttggc agggtttaaa atatttgtga gaagcccaca tttcagtata catcctcact 4773 
ggcttccatg cacccacctg acggtagcct cacagaagtc ctggctgtca ctcaggtggg 4833 
gagctcatgg tgccgctggg gactttttag agaaatgtaa agagaatagc tattcagtgt 4893 
ctactagcag agcaacatgt gtcaatttaa ccaaattcac aaataaccct ccatttttca 4953 
atatctgcta ctgtaaacat gaatattgaa tactgacaag agaataccca tacaaatcgt 5013 
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cccciccy etc 


tagaggecac 


agaa l uagee 








actgeattte 


aactcatctt 


ffa o /~r "I - /T 3 t~ t" 


agtaattttt 


ttttcctggt 


CUaaaLCLtC 


gctacatttt 


tatttgtaaa 


gtgactctgt 


tccacattcg ccctttcttg 


cagtafcecag 


tgaaatcttt 


catggaaggc 


c uacaacxcg 


taccctccat 


gcaaacactt 




teteggatet 


acaaggtget 


guegggaauc 


catctatagt 


gtttaacaga 


r* /-i 4— 4— 4— -r^ 4— 

gctL uatgee 


atagaatact 


gaaactcgta 


acaattacct 


atttggtagg aagaggaagc 


atttaggaaa 


tcaagtaacc 


aatagtaatg 


caaact tget 


tgecaaaagg aggcactttt 


tatttaaaat 


ccaaaaaggt 


attatccatt 


uaaggc cata 


ttgttttcat 


gtaaaatagt 


atagagttgt 


aatacaaagt 


tttttttcta 


tgtagaaatt 


caatgtgata ggtgtttctc 


tccttatttt 


ttatgaaaaa 


aaggagaaag 


ataccaatct 


aatcaacaaa 


aaattatggc 


aatcgggggt 


taaaagaaaa accatgatgc 


ctttgtattt 


tcatgtttga 


atgecataca 


ttttgeacat 


tttatatgtg 


tgcacattta 


tcatcagatc 


tegggaaatg 


tttgatatct 


cagcaatttt 


tgatgt 







<210> 7 



caaaattatc aaagaacatt aactggaagg 5073 
tgcatcagtg tgtatctgga gagcatccta 5133 
tcagtcaaaa ctggaaaaca actaagatgt 5193 
aataacttgc tcattcagca gtctctctga 5253 
ctgcatggca atgagcaggt gcgtgttttt 5313 
ggaaacacat cattacaaag ggtttctacc 5373 
aaaagctgea catgtttaca gaagagctct 5433 
tgtcacagct ttgtgacaat aagatggcaa 5493 
aaataaaata tgttatcaga gatatcatca 5553 
aactactaag acaaagcttt aacaaagttt 5613 
ctctacgtga tgctgtaagg aatcttgeta 5673 
gggtttagta tctaccaaaa gtacttgacc 5733 
ttaaaggaac caaaggcatt gecaagtatt 5793 
ttgagactaa tgagatctca aaaatcagee 5853 
attttcacta agatgtagat atttctctta 5913 
tttgttggtt taagagtaac attcagtagt 5973 
agttttcttt tettgettge aatagaaatg 6033 
cattgtcaca ttatgtctta gcatctcact 6093 
acagagccct gcttgttgaa gcactagttt 6153 
ccattcatct attgecttta tgttgttttt 6213 
gctgtttgca cccctgaaat caattccata 6273 
gtactgtaca taagtaatgc atactgtatt 6333 
ttttgtacat agtggcagta ttgtagctga 63 93 
gcatttttgt gtctcaaata aaagacattt 6453 

6459 
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<211> 351 
<212> PRT 

<213> Mus musculus 



<400> 7 

Gin Thr Ser Pro Gin Ala Gly Met Gin Thr Gin Pro Gin He Ala Thr 
15 10 15 

Ala Ala Gin He Pro Thr Ala Ala Leu Ala Ser Gly Leu Ala Pro Thr 
20 25 30 

Val Pro Gin Thr Gin Asp Thr Phe Pro Gin His Val Leu Ser Gin Pro 
35 40 45 

Gin Gin Val Arg Lys Val Phe Thr Asn Ser Ala Ser Ser Asn Thr Val 
50 55 60 



Leu Pro Tyr Gin Arg His Pro Ala Pro Ala Val Gin Gin Pro Phe He 
65 70 75 80 

Asn Lys Ala Ser Asn Ser Val Leu Gin Ser Arg Asn Ala Pro Leu Pro 
85 90 95 

Ser Leu Gin Asn Gly Pro Asn Thr Pro Asn Lys Pro Ser Ser Pro Pro 
100 105 110 

Pro Pro Gin Gin Phe Val Val Gin His Ser Leu Phe Gly Ser Pro Val 
115 120 125 

Ala Lys Thr Lys Asp Pro Pro Arg Tyr Glu Glu Ala He Lys Gin Thr 
130 135 140 

Arg Ser Thr Gin Ala Pro Leu Pro Glu He Ser Asn Ala His Ser Gin 
145 150 155 160 

Gin Met Asp Asp Leu Phe Asp He Leu He Lys Ser Gly Glu He Ser 
165 170 175 

Leu Pro He Lys Glu Glu Pro Ser Pro He Ser Lys Met Arg Pro Val 
180 185 190 

Thr Ala Ser He Thr Thr Met Pro Val Asn Thr Val Val Ser Arg Pro 
195 200 205 

Pro Pro Gin Val Gin Met Ala Pro Pro Val Ser Leu Glu Pro Met Gly 
210 215 220 

Ser Leu Ser Ala Ser Leu Glu Asn Gin Leu Glu Ala Phe Leu Asp Gly 
225 230 235 240 



Thr Leu Pro Ser Ala Asn Glu He Pro Pro Leu Gin Ser Ser Ser Glu 
245 250 255 
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Asp Arg Glu Pro Phe 
260 

Ser His Ser Gly Met 
275 

Glu Thr Gin Phe Ala 
290 

Asp Ser Asn Leu Asp 
305 

Ser Ser Ser Gly Leu 
325 

Ser Ala Asp Phe Leu 
340 



Ser Leu lie Glu Asp Leu 
265 

Leu Asp His Ser His Ser 
280 

Ala Gly Thr Pro Cys Leu 
295 

Asn Met Glu Trp Leu Asp 

310 315 

Thr Pro Leu Ser Thr Thr 
330 

Asp Pro Gin Asp Leu Pro 
345 



Gin Asn Asp Leu Leu 
270 

Pro Met Glu Thr Ser 
285 

Ser Leu Asp Leu Ser 
300 

lie Thr Met Pro Asn 
320 

Ala Pro Ser Met Phe 
335 

Leu Pro Trp Asp 
350 



<210> 8 
<211> 35 
<212> PRT 

<213> Mus musculus 
<400> 8 

Val Thr Lys Met Lys Val Ala Asp Leu Lys Arg Glu Leu Lys Leu Arg 
15 10 15 

Gly Leu Ala Val Asn Gly Asn Lys Thr Glu Leu Gin Asp Arg Leu Gin 
20 25 30 

Thr Ala Leu 
35 



<210> 9 
<211> 35 
<212> PRT 

<213> Mus musculus 
<400> 9 

Leu Asp Asp Met Lys Val Ala Glu Leu Lys Gin Glu Leu Lys Leu Arg 
15 10 15 

Ser Leu Pro Val Ser Gly Thr Lys Thr Glu Leu lie Glu Arg Leu Arg 
20 25 30 

Ala Tyr Gin 
35 



<210> 10 
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<211> 35 

<212> PRT 

<213> Mus musculus 

<400> 10 

Val Lys Lys Leu Lys Val Ser Glu Leu Lys Glu Glu Leu Lys Lys Arg 
15 10 15 

Arg Leu Ser Asp Lys Gly Leu Lys Ala Asp Leu Met Glu Arg Leu Gin 
20 25 30 

Ala Ala Leu 
35 



<210> 11 
<211> 35 
<212> PRT 

<213> Mus musculus 
<400> 11 

Val Lys Lys Leu Lys Val Ser Glu Leu Lys Glu Glu Leu Lys Lys Arg 
15 10 15 

Arg Leu Ser Asp Lys Gly Leu Lys Ala Glu Leu Met Glu Arg Leu Gin 
20 25 30 

Ala Ala Leu 
35 



<210> 12 
<211> 35 
<212> PRT 

<213> Mus musculus 
<400> 12 

Val Lys Lys Leu Lys Val Ser Glu Leu Lys Glu Glu Leu Lys Lys Arg 
15 10 15 

Arg Leu Ser Asp Lys Gly Leu Lys Ala Asp Leu Met Asp Arg Leu Gin 
20 25 30 

Ala Ala Leu 
35 



<210> 13 
<211> 35 
<212> PRT 

<213> Mus musculus 
<400> 13 
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Val Lys Lys Leu Lys Val Ser Glu Leu Lys Glu Glu Leu Lys Lys Arg 
15 10 15 

Arg Leu Ser Asp Lys Gly Leu Lys Ala Asp Leu Met Asp Arg Leu Gin 
20 25 30 

Ala Ala Leu 
35 



<210> 14 
<211> 35 
<212> PRT 

<213> Mus musculus 
<400> 14 

Met Glu Gin Leu Lys Val Leu Glu Leu Lys Gin lie Cys Lys Ser Leu 
15 10 15 

Asp Leu Ser lie Thr Gly Lys Lys Ala Val Leu Gin Asp Arg lie Lys 
20 25 30 

Gin Phe Leu 
35 



<210> 15 
<211> 35 
<212> PRT 

<213> Mus musculus 
<400> 15 

Val Lys Lys Leu Lys Val Ser Glu Leu Lys Glu Glu Leu Lys Lys Arg 
15 10 15 

Arg Leu Ser Asp Lys Gly Leu Lys Ala Asp Leu Met Asp Arg Leu Gin 
20 25 30 

Ala Ala Leu 
35 



<210> 16 
<211> 35 
<212> PRT 

<213> Mus musculus 
<400> 16 

Val Lys Lys Leu Lys Val Ser Glu Leu Lys Glu Glu Leu Lys Lys Arg 
1 5 10 15 

Arg Leu Ser Asp Lys Gly Leu Lys Ala Asp Leu Met Asp Arg Leu Gin 
20 25 30 
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Ala Ala Leu 
35 



<210> 17 
<211> 35 
<212> PRT 

<213> Mus musculus 



<400> 17 

Leu Gin Ala Leu Arg Val Thr Asp 
1 5 

Gly Leu Ala Lys Ser Gly Gin Lys 
20 

Gly Ala Leu 
35 



Leu Lys Ala Ala Leu Glu Gin Arg 
10 15 

Ser Ala Leu Val Lys Arg Leu Lys 
25 ' 30 



<210> 18 
<211> 35 
<212> PRT 

<213> Mus musculus 



<400> 18 

Leu Gin Ala Leu Arg Val Thr Asp 
1 5 

Gly Leu Ala Lys Ser Gly Gin Lys 
20 

Gly Ala Leu 
35 



Leu Lys Ala Ala Leu Glu Gin Arg 
10 is 

Ser Ala Leu Val Lys Arg Leu Lys 
25 30 



<210> 19 

<211> 35 

<212> PRT 

<213> Mus musculus 



<400> 19 

Leu Ser Glu Leu Arg Val lie Asp 
1 5 

Asn Leu Asp Thr Gly Gly Asn Lys 
20 

Lys Ala Val 
35 



Leu Arg Ala Glu Leu Lys Lys Arg 
10 ' 15 

Ser Val Leu Met Glu Arg Leu Lys 
25 30 
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<210> 20 
<211> 35 
<212> PRT 

<213> Mus musculus 
<400> 20 

Leu Ser Asp Leu Arg Val lie Asp Leu Arg Ala Glu Leu Arg Lys Arg 
15 10 15 

Asn Val Asp Ser Ser Gly Asn Lys Ser Val Leu Met Glu Arg Leu Lys 
20 25 30 

Lys Ala He 
35 



<210> 21 
<211> 35 
<212> PRT 

<213> Mus musculus 
<400> 21 

Val Arg Arg Leu Lys Val Asn Glu Leu Arg Glu Glu Leu Gin Arg Arg 
15 10 15 

Gly Leu Asp Thr Arg Gly Leu Lys Thr Glu Leu Ala Glu Arg Leu Gin 
20 25 30 

Ala Ala Leu 
35 



<210> 22 
<211> 35 
<212> PRT 

<213> Mus musculus 
<400> 22 

He Lys Ala Leu Lys Val Ser Gin Leu Lys Asp He Leu Arg Asp Arg 
15 10 15 

Gly Leu Arg Val Ser Gly Lys Lys Ala Asp Leu Leu Asp Asn Leu Thr 
20 25 30 

Asn Tyr Val 
35 



<210> 23 

<211> 35 

<212> PRT 

<213> Mus musculus 
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<400> 23 

Ala Asn Lys Leu Lys Val Asp Glu 
1 5 

Gly Leu Ser Thr Thr Gly Val Lys 
20 

Glu Ala He 
35 



Leu Arg Leu Lys Leu Ala Glu Arg 
10 15 

Ala Val Leu Val Glu Arg Leu Glu 
25 30 



<210> 24 
<211> 3907 
<212> PRT 

<213> Mus musculus 
<400> 24 

Cys Cys Ala Ala Gly Gly Gly Ala Thr Cys Ala Thr Gly Cys Cys Gly 
1 5 10 15 

Cys Cys Thr Thr Thr Gly Ala Ala Ala Ala Gly Thr Cys Cys Ala Gly 
20 25 30 

Cys Cys Gly Cys Ala Thr Thr Thr Cys Ala Thr Gly Ala Gly Cys Ala 
35 40 45 

Gly Ala Gly Ala Ala Gly Gly Ala Gly Cys Thr Thr Gly Gly Ala Gly 
50 55 60 

Cys Gly Gly Gly Cys Cys Ala Gly Gly Ala Cys Ala Gly Ala Gly Gly 

65 70 75 ' 80 

Ala Cys Thr Ala Thr Cys Thr Cys Ala Ala Ala Cys Gly Gly Ala Ala 
85 90 95 

Gly Ala Thr Thr Cys Gly Thr Thr Cys Cys Cys Gly Gly Cys Cys Gly 
100 105 110 

Gly Ala Gly Ala Gly Ala Thr Cys Gly Gly Ala Gly Cys Thr Gly Gly 
115 120 ' 125 

Thr Cys Ala Gly Gly Ala Thr Gly Cys Ala Cys Ala Thr Thr Thr Thr 
130 135 140 

Gly Gly Ala Ala Gly Ala Gly Ala Cys Cys Thr Cys Gly Gly Cys Thr 
145 150 155 ^ 160 

Gly Ala Gly Cys Cys Ala Thr Cys Cys Cys Thr Cys Cys Ala Gly Gly 
165 170 175 

Cys Cys Ala Ala Gly Cys Ala Gly Cys Thr Gly Ala Ala Gly Cys Thr 
180 185 190 
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Gly Ala Ala Gly Ala Gly Ala Gly Cys Cys Ala Gly Ala Cys Thr Ala 
195 200 205 



Gly Cys Cys Gly Ala Thr Gly Ala Cys Cys Thr Cys Ala Ala Thr Gly 
210 215 220 

Ala Gly Ala Ala Gly Ala Thr Thr Gly Cys Ala Cys Ala Gly Ala Gly 
225 230 235 240 

Gly Cys Cys Thr Gly Gly Cys Cys Cys Cys Ala Thr Gly Gly Ala Gly 
245 250 255 

Cys Thr Gly Gly Thr Gly Gly Ala Gly Ala Ala Gly Ala Ala Cys Ala 
260 265 270 

Thr Cys Cys Thr Thr Cys Cys Thr Gly Thr Thr Gly Ala Gly Thr Cys 
275 280 285 

Cys Ala Gly Cys Cys Thr Gly Ala Ala Gly Gly Ala Ala Gly Cys Cys 
290 295 300 



Ala Thr Cys Ala Thr Thr Gly Thr 
305 310 

Thr Gly Ala Ala Cys Thr Ala Thr 
325 



Gly Gly Gly Cys Cys Ala Gly Gly 
315 320 

Cys Cys Cys Ala Ala Ala Gly Thr 
330 335 



Ala Gly Cys Ala Gly Ala Cys Ala Gly Cys Thr Cys Thr Thr Cys Cys 
340 345 350 

Thr Thr Cys Gly Ala Thr Gly Ala Gly Gly Ala Cys Ala Gly Cys Ala 
355 360 365 

Gly Cys Gly Ala Thr Gly Cys Cys Thr Thr Ala Thr Cys Cys Cys Cys 
370 375 380 

Cys Gly Ala Gly Cys Ala Gly Cys Cys Thr Gly Cys Cys Ala Gly Cys 
385 390 395 400 

Cys Ala Thr Gly Ala Gly Thr Cys Cys Cys Ala Gly Gly Gly Thr Thr 
405 410 415 

Cys Thr Gly Thr Gly Cys Cys Gly Thr Cys Ala Cys Cys Cys Cys Thr 
420 425 430 

Gly Gly Ala Gly Gly Cys Cys Cys Gly Ala Gly Thr Cys Ala Gly Cys 
435 440 445 

Gly Ala Ala Cys Cys Ala Cys Thr Gly Cys Thr Cys Ala Gly Thr Gly 
450 455 460 

Cys Cys Ala Cys Cys Thr Cys Thr Gly Cys Ala Thr Cys Cys Cys Cys 
465 470 475 480 
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Cys Ala Cys Cys Cys Ala Gly Gly Thr Thr Gly Thr Gly Thr Cys Thr 
485 490 495 

Cys Ala Ala Cys Thr Thr Cys Cys Gly Ala Thr Gly Gly Gly Cys Cys 
500 505 510 

Gly Gly Gly Ala Thr Thr Cys Cys Ala Gly Ala Gly Ala Ala Ala Thr 
515 520 525 

Gly Cys Thr Thr Thr Thr Cys Cys Thr Gly Gly Cys Ala Gly Ala Gly 
530 535 540 

Cys Ala Gly Cys Cys Thr Cys Cys Thr Cys Thr Gly Cys Cys Thr Cys 
545 550 555 560 

Cys Cys Cys Cys Ala Cys Cys Thr Cys Thr Gly Cys Thr Gly Cys Cys 
565 570 575 

Thr Cys Cys Cys Ala Gly Cys Cys Thr Cys Ala Cys Cys Ala Ala Thr 

580 585 590 

Gly Gly Ala Ala Cys Cys Ala Cys Thr Ala Thr Cys Cys Cys Cys Ala 
595 600 605 

Cys Thr Gly Cys Cys Ala Ala Gly Thr Cys Cys Ala Cys Cys Cys Cys 
610 615 620 

Cys Ala Cys Ala Cys Thr Cys Ala Thr Thr Ala Ala Gly Cys Ala Ala 
625 630 635 ^ 640 

Ala Gly Cys Cys Ala Ala Cys Cys Cys Ala Ala Gly Thr Cys Thr Gly 
645 650 655 

Cys Cys Ala Gly Thr Gly Ala Gly Ala Ala Gly Thr Cys Ala Cys Ala 
660 665 ^ 670 

Gly Cys Gly Cys Ala Gly Cys Ala Ala Gly Ala Ala Gly Gly Cys Cys 
675 680 685 

Ala Ala Gly Gly Ala Gly Cys Thr Gly Ala Ala Gly Cys Cys Ala Ala 
690 695 700 

Ala Gly Gly Thr Gly Ala Ala Gly Ala Ala Gly Cys Thr Cys Ala Ala 
705 710 715 ' 720 

Gly Thr Ala Cys Cys Ala Cys Cys Ala Gly Thr Ala Cys Ala Thr Cys 
725 730 735 



Cys Cys Cys Cys Cys Gly Gly Ala Cys Cys Ala Gly Ala Ala Gly Cys 
740 745 75 0 

Ala Gly Gly Ala Cys Ala Gly Gly Gly Gly Gly Gly Cys Ala Cys Cys 
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755 



760 



765 



Cys Cys Cys Cys Ala Thr Gly Gly Ala Cys Thr Cys Ala Thr Cys Cys 
770 775 780 

Thr Ala Cys Gly Cys Cys Ala Ala Gly Ala Thr Cys Cys Thr Gly Cys 
785 790 795 800 

Ala Gly Cys Ala Gly Cys Ala Gly Cys Ala Gly Cys Thr Cys Thr Thr 
805 810 815 

Cys Cys Thr Cys Cys Ala Gly Cys Thr Gly Cys Ala Gly Ala Thr Cys 
820 825 830 

Cys Thr Cys Ala Ala Cys Cys Ala Gly Cys Ala Gly Cys Ala Gly Cys 
835 840 845 

Ala Gly Cys Ala Gly Cys Ala Cys Cys Ala Cys Ala Ala Cys Thr Ala 
850 855 860 

Cys Cys Ala Gly Gly Cys Cys Ala Thr Cys Cys Thr Gly Cys Cys Thr 
865 870 875 880 

Gly Cys Cys Cys Cys Gly Cys Cys Ala Ala Ala Gly Thr Cys Ala Gly 
885 890 895 

Cys Ala Gly Gly Cys Gly Ala Gly Gly Cys Cys Cys Thr Gly Gly Gly 
900 905 910 

Ala Ala Gly Cys Ala Gly Cys Gly Gly Gly Ala Cys Cys Cys Cys Cys 
915 920 925 

Cys Cys Ala Gly Thr Ala Cys Gly Cys Ala Gly Cys Cys Thr Cys Thr 
930 935 940 

Cys Cys Ala Cys Thr Ala Cys Cys Ala Ala Thr Ala Gly Cys Ala Gly 

945 950 955 960 

Cys Thr Cys Cys Ala Gly Cys Thr Cys Gly Gly Gly Cys Gly Cys Cys 
965 970 975 

Cys Cys Thr Gly Gly Gly Cys Cys Cys Thr Gly Thr Gly Gly Gly Cys 
980 985 990 

Thr Gly Gly Cys Ala Cys Gly Thr Cys Ala Gly Ala Ala Cys Ala Gly 
995 1000 1005 

Cys Ala Cys Cys Thr Cys Ala Cys Thr Gly Ala Cys Thr Gly Gly Cys 

1010 1015 1020 

Ala Ala Gly Cys Cys Gly Gly Gly Ala Gly Cys Cys Cys Thr Gly Cys 
1025 1030 1035 1040 
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Cys Gly Gly Cys Cys Ala Ala Cys Cys Thr Gly Gly Ala Cys Gly Ala 
1045 1050 1055 

Cys Ala Thr Gly Ala Ala Gly Gly Thr Gly Gly Cys Ala Gly Ala Gly 
1060 1065 1070 

Cys Thr Gly Ala Ala Gly Cys Ala Gly Gly Ala Gly Cys Thr Gly Ala 
1075 1080 1085 

Ala Gly Thr Thr Gly Cys Gly Ala Thr Cys Ala Cys Thr Gly Cys Cys 
1090 1095 1100 

Thr Gly Thr Cys Thr Cys Gly Gly Gly Cys Ala Cys Cys Ala Ala Ala 
1105 1110 1115 1120 

Ala Cys Thr Gly Ala Gly Cys Thr Gly Ala Thr Thr Gly Ala Gly Cys 
1125 1130 1135 

Gly Cys Cys Thr Thr Cys Gly Ala Gly Cys Cys Thr Ala Thr Cys Ala 
1140 1145 1150 

Ala Gly Ala Cys Cys Ala Ala Ala Thr Cys Ala Gly Cys Cys Cys Thr 
1155 1160 1165 

Gly Thr Gly Cys Cys Ala Gly Gly Ala Gly Cys Cys Cys Cys Cys Ala 
1170 1175 1180 

Ala Gly Gly Cys Cys Cys Cys Thr Gly Cys Cys Gly Cys Cys Ala Cys 
1185 1190 1195 1200 

Cys Thr Cys Thr Ala Thr Cys Cys Thr Gly Cys Ala Cys Ala Ala Gly 
1205 1210 1215 

Gly Cys Thr Gly Gly Cys Gly Ala Gly Gly Thr Gly Gly Thr Gly Gly 
1220 1225 1230 

Thr Ala Gly Cys Cys Thr Thr Cys Cys Cys Ala Gly Cys Gly Gly Cys 
1235 1240 1245 

Cys Cys Gly Gly Cys Thr Gly Ala Gly Cys Ala Cys Gly Gly Gly Gly 
1250 1255 1260 

Cys Cys Ala Gly Cys Cys Cys Thr Gly Gly Thr Gly Gly Cys Ala Gly 
1265 1270 1275 1280 

Cys Ala Gly Gly Cys Cys Thr Gly Gly Cys Thr Cys Cys Ala Gly Cys 
1285 1290 1295 

Thr Gly Ala Gly Gly Thr Gly Gly Thr Gly Gly Thr Gly Gly Cys Cys 
1300 1305 1310 

Ala Cys Gly Gly Thr Gly Gly Cys Cys Ala Gly Cys Ala Gly Thr Gly 
1315 1320 1325 
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Gly Gly Gly Thr Gly Gly Thr Gly Ala Ala Gly Thr Thr Thr Gly Gly 
1330 1335 1340 

Cys Ala Gly Cys Ala Cys Gly Gly Gly Cys Thr Cys Cys Ala Cys Gly 
1345 1350 1355 " ' 1360 

Cys Cys Cys Cys Cys Cys Gly Thr Gly Thr Cys Thr Cys Cys Cys Ala 

1365 1370 1375 

Cys Cys Cys Cys Cys Thr Cys Gly Gly Ala Gly Cys Gly Cys Thr Cys 
1380 1385 1390 

Ala Cys Thr Gly Cys Thr Cys Ala Gly Cys Ala Cys Gly Gly Gly Cys 
1395 1400 1405 

Gly Ala Thr Gly Ala Ala Ala Ala Cys Thr Cys Cys Ala Cys Cys Cys 
1410 1415 142 0 

Cys Cys Gly Gly Gly Gly Ala Cys Ala Cys Cys Thr Thr Thr Gly Gly 
1425 1430 1435 1440 

Thr Gly Ala Gly Ala Thr Gly Gly Thr Gly Ala Cys Ala Thr Cys Ala 
1445 1450 1455 

Cys Cys Thr Cys Thr Gly Ala Cys Gly Cys Ala Gly Cys Thr Gly Ala 
14 60 1465 1470 

Cys Cys Cys Thr Gly Cys Ala Gly Gly Cys Cys Thr Cys Gly Cys Cys 
1475 1480 1485 

Ala Cys Thr Gly Cys Ala Gly Ala Thr Cys Cys Thr Cys Gly Thr Gly 
1490 1495 1500 

Ala Ala Gly Gly Ala Gly Gly Ala Gly Gly Gly Cys Cys Cys Cys Cys 
!505 1510 1515 ' ' * 1520 

Gly Gly Gly Cys Cys Gly Gly Gly Thr Cys Cys Thr Gly Thr Thr Gly 
1525 1530 1535 

Cys Cys Thr Gly Ala Gly Cys Cys Cys Thr Gly Gly Gly Gly Gly Gly 
1540 1545 1550 

Cys Gly Gly Gly Cys Gly Gly Ala Gly Cys Thr Ala Gly Ala Gly Gly 
1555 1560 1565 

Gly Gly Cys Gly Cys Gly Ala Cys Ala Ala Gly Gly Ala Cys Cys Ala 

1570 1575 1580 

Gly Ala Thr Gly Cys Thr Gly Cys Ala Gly Gly Ala Gly Ala Ala Ala 
1585 1590 1595 1600 

Gly Ala Cys Ala Ala Gly Cys Ala Gly Ala Thr Cys Gly Ala Gly Gly 
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1605 1610 1615 

Cys Gly Cys Thr Gly Ala Cys Gly Cys Gly Cys Ala Thr Gly Cys Thr 
1620 1625 1630 

Cys Cys Gly Gly Cys Ala Gly Ala Ala Gly Cys Ala Gly Cys Ala Gly 
1635 1640 1645 

Cys Thr Gly Gly Thr Gly Gly Ala Gly Cys Gly Gly Cys Thr Cys Ala 
1650 1655 1660 

Ala Gly Cys Thr Gly Cys Ala Gly Cys Thr Gly Gly Ala Gly Cys Ala 
1665 1670 1675 1680 

Gly Gly Ala Gly Ala Ala Gly Cys Gly Ala Gly Cys Cys Cys Ala Gly 
1685 1690 1695 

Cys Ala Gly Cys Cys Cys Gly Cys Cys Cys Cys Cys Gly Cys Cys Cys 
1700 1705 1710 

Cys Cys Gly Cys Cys Cys Cys Cys Cys Thr Cys Gly Gly Cys Ala Cys 
1715 1720 1725 

Cys Cys Cys Cys Gly Thr Gly Ala Ala Gly Cys Ala Gly Gly Ala Gly 
1730 1735 1740 

Ala Ala Cys Ala Gly Cys Thr Thr Cys Thr Cys Cys Ala Gly Cys Thr 
1745 1750 1755 1760 

Gly Cys Cys Ala Gly Cys Thr Gly Ala Gly Cys Cys Ala Gly Cys Ala 
1765 1770 1775 

Gly Cys Cys Cys Cys Thr Gly Gly Gly Cys Cys Cys Cys Gly Cys Thr 
1780 1785 1790 

Cys Ala Cys Cys Cys Ala Thr Thr Cys Ala Ala Cys Cys Cys Cys Ala 
1795 1800 1805 

Gly Cys Cys Thr Gly Gly Cys Gly Gly Cys Cys Cys Cys Ala Gly Cys 
1810 1815 1820 

Cys Ala Cys Cys Ala Ala Cys Cys Ala Cys Ala Thr Ala Gly Ala Cys 
1825 1830 1835 1840 

Cys Cys Thr Thr Gly Thr Gly Cys Thr Gly Thr Gly Gly Cys Cys Cys 
1845 1850 1855 

Cys Gly Gly Gly Gly Cys Cys Cys Cys Cys Gly Thr Cys Cys Gly Thr 
1860 1865 1870 

Gly Gly Thr Gly Gly Thr Gly Ala Ala Gly Cys Ala Gly Gly Ala Ala 
1875 1880 1885 
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Gly Cys Cys Thr Thr Gly Cys Ala Gly Cys Cys Thr Gly Ala Gly Cys 
1890 1895 1900 

Cys Cys Gly Ala Gly Cys Cys Gly Gly Thr Cys Cys Cys Cys Gly Cys 
1905 1910 1915 ^ 1920 

Cys Cys Cys Cys Cys Ala Gly Thr Thr Gly Cys Thr Thr Cys Thr Gly 
1925 1930 1935 

Gly Gly Gly Cys Cys Thr Cys Ala Gly Gly Gly Cys Cys Cys Cys Ala 
1940 1945 1950 

Gly Cys Cys Thr Cys Ala Thr Cys Ala Ala Gly Gly Gly Gly Gly Thr 
1955 I960 1965 

Thr Gly Cys Ala Cys Cys Thr Cys Cys Cys Ala Cys Cys Cys Thr Cys 
1970 1975 1980 

Ala Thr Cys Ala Cys Cys Gly Ala Cys Thr Cys Cys Ala Cys Ala Gly 
1985 1990 1995 2000 

Gly Gly Ala Cys Cys Cys Ala Cys Cys Thr Thr Gly Thr Cys Cys Thr 
2005 2010 2015 

Cys Ala Cys Cys Gly Thr Gly Ala Cys Cys Ala Ala Thr Ala Ala Gly 
2020 2025 2030 

Ala Ala Thr Gly Cys Ala Gly Ala Cys Ala Gly Cys Cys Cys Thr Gly 
2035 2040 2045 

Gly Cys Cys Thr Gly Thr Cys Cys Ala Gly Thr Gly Gly Gly Ala Gly 
2050 2055 2060 

Cys Cys Cys Cys Cys Ala Gly Cys Ala Gly Cys Cys Cys Thr Cys Gly 
2065 2070 2075 2080 

Thr Cys Cys Cys Ala Gly Cys Cys Thr Gly Gly Cys Thr Cys Thr Cys 
2085 2090 2095 

Cys Ala Gly Cys Gly Cys Cys Thr Gly Cys Cys Cys Cys Cys Thr Cys 

2100 2105 2110 

Thr Gly Cys Cys Cys Ala Gly Ala Thr Gly Gly Ala Cys Cys Thr Gly 
2115 2120 2125 

Gly Ala Gly Cys Ala Cys Cys Cys Ala Cys Thr Gly Cys Ala Gly Cys 

2130 2135 2140 

Cys Cys Cys Thr Cys Thr Thr Thr Gly Gly Gly Ala Cys Cys Cys Cys 
2145 2150 2155 " ~ ~ 2160 

Cys Ala Cys Thr Thr Cys Thr Cys Thr Gly Cys Thr Gly Ala Ala Gly 
2165 2170 2175 
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Ala Ala Gly Gly Ala Ala Cys Cys Ala Cys Cys Thr Gly Gly Cys Thr 
2180 2185 2190 



Ala Thr Gly Ala Gly Gly Ala Ala Gly Cys Cys Ala Thr Gly Ala Gly 
2195 2200 2205 

Cys Cys Ala Gly Cys Ala Gly Cys Cys Cys Ala Ala Ala Cys Ala Gly 
2210 2215 2220 

Cys Ala Gly Gly Ala Ala Ala Ala Thr Gly Gly Thr Thr Cys Cys Thr 
2225 2230 2235 2240 

Cys Ala Ala Gly Cys Cys Ala Gly Cys Ala Gly Ala Thr Gly Gly Ala 
2245 2250 2255 

Cys Gly Ala Cys Cys Thr Gly Thr Thr Thr Gly Ala Cys Ala Thr Thr 
2260 2265 2270 

Cys Thr Cys Ala Thr Thr Cys Ala Gly Ala Gly Cys Gly Gly Ala Gly 
2275 2280 2285 

Ala Ala Ala Thr Thr Thr Cys Ala Gly Cys Ala Gly Ala Thr Thr Thr 
2290 2295 2300 

Cys Ala Ala Gly Gly Ala Gly Cys Cys Gly Cys Cys Ala Thr Cys Cys 
2305 2310 2315 2320 

Cys Thr Gly Cys Cys Ala Gly Gly Gly Ala Ala Gly Gly Ala Gly Ala 
2325 2330 2335 

Ala Gly Cys Cys Ala Thr Cys Cys Cys Cys Gly Ala Ala Gly Ala Cys 
2340 2345 2350 

Ala Gly Thr Cys Thr Gly Thr Gly Gly Gly Thr Cys Cys Cys Cys Cys 
2355 2360 2365 

Cys Thr Gly Gly Cys Ala Gly Cys Ala Cys Ala Gly Cys Cys Ala Thr 
2370 2375 2380 

Cys Ala Cys Cys Thr Thr Cys Thr Gly Cys Thr Gly Ala Gly Cys Thr 
2385 2390 2395 2400 

Cys Cys Cys Cys Cys Ala Gly Gly Cys Thr Gly Cys Cys Cys Cys Ala 
2405 2410 2415 

Cys Cys Thr Cys Cys Thr Cys Cys Ala Gly Gly Cys Thr Cys Ala Cys 
2420 2425 2430 

Cys Cys Thr Cys Cys Cys Thr Cys Cys Cys Thr Gly Gly Ala Cys Gly 
2435 2440 2445 

Cys Cys Thr Gly Gly Ala Gly Gly Ala Cys Thr Thr Cys Cys Thr Gly 
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2450 2455 2460 

Gly Ala Gly Ala Gly Cys Ala Gly Cys Ala Cys Gly Gly Gly Gly Cys 
2465 2470 2475 2480 

Thr Gly Cys Cys Cys Cys Thr Gly Cys Thr Gly Ala Cys Cys Ala Gly 
2485 2490 2495 

Thr Gly Gly Gly Cys Ala Thr Gly Ala Cys Gly Gly Gly Cys Cys Ala 
2500 2505 2510 

Gly Ala Gly Cys Cys Cys Cys Thr Thr Thr Cys Cys Cys Thr Cys Ala 
2515 2520 2525 

Thr Thr Gly Ala Cys Gly Ala Cys Cys Thr Cys Cys Ala Thr Ala Gly 
2530 2535 2540 

Cys Cys Ala Gly Ala Thr Gly Cys Thr Gly Ala Gly Cys Ala Gly Cys 
2545 2550 2555 2560 

Ala Cys Thr Gly Cys Cys Ala Thr Cys Cys Thr Gly Gly Ala Cys Cys 
2565 2570 2575 

Ala Cys Cys Cys Cys Cys Cys Gly Thr Cys Ala Cys Cys Cys Ala Thr 
2580 2585 2590 

Gly Gly Ala Cys Ala Cys Cys Thr Cys Gly Gly Ala Ala Thr Thr Gly 
2595 2600 2605 

Cys Ala Cys Thr Thr Thr Gly Thr Thr Cys Cys Thr Gly Ala Gly Cys 
2610 2615 2620 

Cys Cys Ala Gly Cys Ala Gly Cys Ala Cys Cys Ala Thr Gly Gly Gly 
2625 2630 2635 2640 

Cys Cys Thr Gly Gly Ala Cys Cys Thr Gly Gly Cys Thr Gly Ala Thr 
2645 2650 2655 

Gly Gly Cys Cys Ala Cys Cys Thr Gly Gly Ala Cys Ala Gly Cys Ala 
2660 2665 2670 

Thr Gly Gly Ala Cys Thr Gly Gly Cys Thr Gly Gly Ala Gly Cys Thr 
2675 2680 2685 

Gly Thr Cys Gly Thr Cys Ala Gly Gly Thr Gly Gly Thr Cys Cys Cys 
2690 2695 2700 

Gly Thr Gly Cys Thr Gly Ala Gly Cys Cys Thr Ala Gly Cys Cys Cys 
2705 2710 2715 2720 

Cys Cys Cys Thr Cys Ala Gly Cys Ala Cys Cys Ala Cys Ala Gly Cys 
2725 2730 2735 



25107047.1 



-38- 



Cys Cys Cys Cys Ala Gly Cys Cys Thr Cys Thr Thr Cys Thr Cys Cys 
2740 2745 2750 



Ala Cys Ala Gly Ala Cys Thr Thr Cys Cys Thr Cys Gly Ala Thr Gly 
2755 2760 2765 

Gly Cys Cys Ala Thr Gly Ala Thr Thr Thr Gly Cys Ala Gly Cys Thr 
2770 2775 2780 

Gly Cys Ala Cys Thr Gly Gly Gly Ala Thr Thr Cys Cys Thr Gly Cys 
2785 2790 2795 2800 

Thr Thr Gly Thr Ala Gly Cys Thr Cys Thr Cys Thr Gly Gly Cys Thr 
2805 2810 2815 

Cys Ala Ala Gly Ala Cys Gly Gly Gly Gly Thr Gly Gly Gly Gly Ala 
2820 2825 2830 

Ala Gly Gly Gly Gly Cys Thr Gly Gly Gly Ala Gly Cys Cys Ala Gly 
2835 2840 2845 

Gly Gly Thr Ala Cys Thr Cys Cys Ala Ala Thr Gly Cys Gly Thr Gly 
2850 2855 2860 

Gly Cys Thr Cys Thr Cys Cys Thr Gly Cys Gly Thr Gly Ala Thr Thr 
2865 2870 2875 2880 

Cys Gly Gly Cys Cys Thr Cys Thr Cys Cys Ala Cys Ala Thr Gly Gly 
2885 2890 2895 

Thr Thr Gly Thr Gly Ala Gly Thr Cys Thr Thr Gly Ala Cys Ala Ala 
2900 2905 2910 

Thr Cys Ala Cys Ala Gly Cys Cys Cys Cys Thr Gly Cys Thr Thr Thr 
2915 2920 2925 

Thr Thr Cys Cys Cys Thr Thr Cys Cys Cys Thr Gly Gly Gly Ala Gly 
2930 2935 2940 

Gly Cys Thr Ala Gly Ala Ala Cys Ala Gly Ala Gly Ala Ala Gly Cys 
2945 2950 2955 2960 

Cys Cys Thr Thr Ala Cys Thr Cys Cys Thr Gly Gly Thr Thr Cys Ala 
2965 2970 2975 

Gly Thr Gly Cys Cys Ala Cys Gly Cys Ala Gly Gly Gly Cys Ala Gly 

2980 2985 2990 

Ala Gly Gly Ala Gly Ala Gly Cys Ala Gly Cys Thr Gly Thr Cys Ala 
2995 3000 3005 



Ala Gly Ala Ala Gly Cys Ala Gly Cys Cys Cys Thr Gly Gly Cys Thr 
3010 3015 3020 
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Cys Thr Cys Ala Cys Gly Cys Thr Gly Gly Gly Gly Thr Thr Thr Thr 
3025 3030 3035 3040 



Gly Gly Ala Cys Ala Cys Ala Cys Gly Gly Thr Cys Ala Gly Gly Gly 
3045 3050 3055 

Thr Cys Ala Gly Gly Gly Cys Cys Ala Thr Thr Thr Cys Ala Gly Cys 
3060 3065 3070 

Thr Thr Gly Ala Cys Cys Thr Cys Cys Thr Thr Thr Thr Thr Thr Gly 
3075 3080 3085 

Ala Gly Gly Thr Cys Ala Gly Gly Gly Gly Gly Cys Ala Cys Thr Gly 
3090 3095 3100 

Thr Cys Thr Gly Thr Cys Thr Gly Gly Cys Thr Ala Cys Ala Ala Thr 
3105 3110 3115 3120 

Thr Thr Gly Gly Cys Thr Ala Ala Gly Gly Thr Ala Gly Gly Thr Gly 
3125 3130 3135 

Ala Ala Gly Cys Cys Thr Gly Gly Cys Cys Ala Gly Gly Cys Gly Gly 
3140 3145 3150 

Gly Ala Gly Gly Cys Thr Thr Cys Thr Cys Thr Thr Cys Thr Gly Ala 
3155 3160 3165 

Cys Cys Cys Ala Gly Gly Gly Cys Thr Gly Ala Gly Ala Cys Ala Gly 
3170 3175 3180 

Gly Thr Thr Ala Ala Gly Gly Gly Gly Thr Gly Ala Ala Thr Cys Thr 
3185 3190 3195 3200 

Cys Cys Thr Thr Cys Cys Thr Thr Thr Cys Thr Cys Thr Cys Cys Cys 
3205 3210 3215 

Thr Gly Cys Thr Thr Thr Gly Cys Thr Gly Thr Gly Ala Ala Gly Gly 
3220 3225 3230 

Gly Ala Gly Ala Ala Ala Thr Thr Ala Gly Cys Cys Thr Gly Gly Gly 
3235 3240 3245 

Cys Cys Thr Cys Thr Ala Cys Cys Cys Cys Cys Thr Ala Thr Thr Cys 
3250 3255 3260 

Cys Cys Thr Gly Thr Gly Thr Cys Thr Gly Cys Cys Ala Ala Cys Cys 
3265 3270 3275 3280 

Cys Cys Ala Gly Gly Ala Thr Cys Cys Cys Ala Gly Gly Gly Cys Thr 
3285 3290 3295 

Cys Cys Cys Thr Gly Cys Cys Ala Thr Thr Thr Thr Ala Gly Thr Gly 



25107047.1 



-40- 



3300 



3305 



3310 



Thr Cys Thr Thr Gly Gly Thr Gly Thr Ala Gly Thr Gly Thr Ala Ala 
3315 3320 3325 

Cys Cys Ala Thr Thr Thr Ala Gly Thr Gly Gly Thr Thr Gly Gly Thr 
3330 3335 3340 

Gly Gly Cys Ala Ala Cys Ala Ala Thr Thr Thr Thr Ala Thr Gly Thr 
3345 3350 3355 3360 

Ala Cys Ala Gly Gly Thr Gly Thr Ala Thr Ala Thr Ala Cys Cys Thr 
3365 3370 3375 

Cys Thr Ala Thr Ala Thr Thr Ala Thr Ala Thr Ala Thr Cys Gly Ala 
3380 3385 3390 

Cys Ala Thr Ala Cys Ala Thr Ala Thr Ala Thr Ala Thr Thr Thr Thr 
3395 3400 3405 

Thr Gly Gly Gly Gly Gly Gly Gly Gly Gly Cys Gly Gly Ala Cys Ala 
3410 3415 3420 

Gly Gly Ala Gly Ala Thr Gly Gly Gly Thr Gly Cys Ala Ala Cys Thr 
3425 3430 3435 3440 

Cys Cys Cys Thr Cys Cys Cys Ala Thr Cys Cys Thr Ala Cys Thr Cys 
3445 3450 3455 

Thr Cys Ala Cys Ala Gly Ala Ala Gly Gly Gly Cys Cys Thr Gly Gly 
3460 3465 3470 

Ala Thr Gly Cys Ala Ala Gly Gly Thr Thr Ala Cys Cys Cys Thr Thr 
3475 3480 3485 

Gly Ala Gly Cys Thr Gly Thr Gly Thr Gly Cys Cys Ala Cys Ala Gly 
3490 3495 3500 

Thr Cys Thr Gly Gly Thr Gly Cys Cys Cys Ala Gly Thr Cys Thr Gly 
3505 3510 3515 3520 

Gly Cys Ala Thr Gly Cys Ala Gly Cys Thr Ala Cys Cys Cys Ala Gly 
3525 3530 3535 

Gly Cys Cys Cys Ala Cys Cys Cys Ala Thr Cys Ala Cys Gly Thr Gly 
3540 3545 3550 

Thr Gly Ala Thr Thr Gly Ala Cys Ala Thr Gly Thr Ala Gly Gly Thr 
3555 3560 3565 

Ala Cys Cys Cys Thr Gly Cys Cys Ala Cys Gly Gly Cys Cys Thr Ala 
3570 3575 3580 
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Thr Gly Cys Cys Cys Cys Ala Cys Cys Thr Gly Cys Cys Cys Thr Gly 
3585 3590 3595 3600 



Cys Thr Thr Cys Cys Thr Gly Gly Cys Thr Cys Cys Thr Thr Ala Thr 
3605 3610 3615 

Cys Ala Gly Thr Gly Cys Cys Ala Thr Gly Ala Gly Gly Gly Cys Ala 
3620 3625 3630 

Gly Ala Gly Gly Thr Gly Cys Thr Ala Cys Cys Thr Gly Gly Cys Cys 
3635 3640 3645 

Thr Thr Cys Cys Thr Gly Cys Cys Ala Gly Gly Ala Gly Cys Thr Cys 
3650 3655 3660 

Thr Cys Cys Ala Cys Cys Cys Ala Cys Thr Cys Ala Cys Ala Thr Thr 
3665 3670 3675 3680 

Cys Cys Gly Thr Cys Cys Cys Cys Gly Cys Cys Gly Cys Cys Thr Cys 
3685 3690 3695 

Ala Cys Thr Gly Cys Ala Gly Cys Cys Ala Gly Cys Gly Thr Gly Gly 
3700 ' 3705 3710 

Thr Cys Cys Thr Ala Gly Gly Ala Cys Ala Gly Gly Ala Gly Gly Ala 
3715 3720 3725 

Gly Cys Thr Thr Cys Gly Gly Gly Cys Cys Cys Ala Gly Cys Thr Thr 
3730 3735 3740 

Cys Ala Cys Cys Cys Thr Gly Cys Gly Gly Thr Gly Gly Gly Gly Cys 
3745 3750 3755 3760 

Thr Gly Ala Gly Gly Gly Gly Thr Gly Gly Cys Cys Ala Thr Cys Thr 
3765 3770 3775 

Cys Cys Thr Gly Cys Cys Cys Thr Gly Gly Gly Gly Cys Cys Ala Cys 
3780 3785 3790 

Thr Gly Gly Cys Thr Thr Cys Ala Cys Ala Thr Thr Cys Thr Gly Gly 
3795 3800 3805 

Gly Cys Thr Gly Ala Cys Thr Cys Ala Thr Ala Gly Gly Gly Gly Ala 
3810 3815 3820 

Gly Thr Ala Gly Gly Gly Gly Thr Gly Gly Ala Gly Thr Cys Ala Cys 
3825 3830 3835 3840 

Cys Ala Ala Ala Ala Cys Cys Ala Gly Thr Gly Cys Thr Gly Gly Gly 
3845 3850 3855 

Ala Cys Ala Ala Ala Gly Ala Thr Gly Gly Gly Gly Ala Ala Gly Gly 
3860 3865 3870 
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Thr Gly Thr Gly Thr Gly Ala Ala Cys Thr Thr Thr Thr Thr Ala Ala 
3875 3880 3885 



Ala Ala Thr Ala Ala Ala Cys Ala Cys Ala Ala Ala Ala Ala Cys Ala 
3890 3895 3900 

Cys Ala Gly 
3905 



<210> 25 

<211> 2424 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (2421) 

<400> 25 

atg gat tct tec gtg aaa gag get ata aaa ggt act gag gtg age etc 

Met Asp Ser Ser Val Lys Glu Ala He Lys Gly Thr Glu Val Ser Leu 

15 10 15 

tec aag gca gca gat gca ttc gee ttt gag gat gac age agt aga gat 
Ser Lys Ala Ala Asp Ala Phe Ala Phe Glu Asp Asp Ser Ser Arg Asp 
20 25 30 

ggg etc tct cca gat cag get agg age gag gac ccc cag ggc tct aca 
Gly Leu Ser Pro Asp Gin Ala Arg Ser Glu Asp Pro Gin Gly Ser Thr 
35 40 45 

gga tec acc cca gac ate aaa tec act gag get cct ctg gac aca ate 
Gly Ser Thr Pro Asp He Lys Ser Thr Glu Ala Pro Leu Asp Thr He 
50 55 60 

cag gat etc act cct ggc tea gaa agt gac aag aat gat gca gee tec 
Gin Asp Leu Thr Pro Gly Ser Glu Ser Asp Lys Asn Asp Ala Ala Ser 
65 70 75 80 

cag cca ggc aac cag tea gac cct ggg aag cag gtt etc ggc ccc etc 
Gin Pro Gly Asn Gin Ser Asp Pro Gly Lys Gin Val Leu Gly Pro Leu 

85 90 95 

age acc ccg att cct gtg cac act get gta aag tec aag tct ttg ggt 
Ser Thr Pro He Pro Val His Thr Ala Val Lys Ser Lys Ser Leu Gly 
100 105 110 

gac agt aag aac cgc cac aaa aag ccc aaa gac ccc aaa cca aag gtg 
Asp Ser Lys Asn Arg His Lys Lys Pro Lys Asp Pro Lys Pro Lys Val 
115 120 125 
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aag aag etc aaa tac cat cag tac ate ccc cca gac cag aag gca gag 
Lys Lys Leu Lys Tyr His Gin Tyr He Pro Pro Asp Gin Lys Ala Glu 
130 135 140 

aac tct ccc cca ccc atg gac tct gec tat gec egg etc etc cag caa 
Asn Ser Pro Pro Pro Met Asp Ser Ala Tyr Ala Arg Leu Leu Gin Gin 
145 150 155 160 

cag cag eta ttc ctg cag eta cag ate etc age cag cag cag caa cag 
Gin Gin Leu Phe Leu Gin Leu Gin He Leu Ser Gin Gin Gin Gin Gin 
165 170 175 

cag cag caa cag cag cag cag caa cag cag cag cag cag cag cag cag 
Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin 
180 185 190 

egg ttc age tac cct ggg atg cac caa aca cac etc aaa gaa cca aat 
Arg Phe Ser Tyr Pro Gly Met His Gin Thr His Leu Lys Glu Pro Asn 
195 200 205 

gaa cag atg gee aga aat ccg aat cct tct tea aca cca ctg age aat 
Glu Gin Met Ala Arg Asn Pro Asn Pro Ser Ser Thr Pro Leu Ser Asn 
210 215 220 

ace cct eta tec cct gtc aaa aat agv att tct gga caa act ggt gtt 
Thr Pro Leu Ser Pro Val Lys Asn Xaa He Ser Gly Gin Thr Gly Val 
225 230 235 240 

tct tct etc aaa cca ggc ccc etc cca ccc aac ctg gat gat etc aag 
Ser Ser Leu Lys Pro Gly Pro Leu Pro Pro Asn Leu Asp Asp Leu Lys 
245 250 255 

gtg tea gag tta aga caa cag ctt cga ate egg ggc ttg cca gtg tea 
Val Ser Glu Leu Arg Gin Gin Leu Arg He Arg Gly Leu Pro Val Ser 
260 265 270 

ggc ace aag aca gcg ctg gtg gac egg ctt cgt ccc ttc cag gat tgt 
Gly Thr Lys Thr Ala Leu Val Asp Arg Leu Arg Pro Phe Gin Asp Cys 
275 280 285 

get ggc aac cct gtg ccc aac ttt ggg gac ate aca act gtc ace ttt 
Ala Gly Asn Pro Val Pro Asn Phe Gly Asp He Thr Thr Val Thr Phe 
290 295 300 

cct gtc acg ccc aac acc ttg ccc agt tat cag tec tec ccg aca ggc 
Pro Val Thr Pro Asn Thr Leu Pro Ser Tyr Gin Ser Ser Pro Thr Gly 
305 310 315 320 

ttc tac cac ttt ggc age aca age tec age cca ccc ate tec ccc gee 
Phe Tyr His Phe Gly Ser Thr Ser Ser Ser Pro Pro He Ser Pro Ala 
325 330 335 

tea tct gac ttg tec get gca ggg tec ctg cca gac acc ttc acc gat 
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Ser Ser Asp Leu Ser Ala Ala Gly Ser Leu Pro Asp Thr Phe Thr Asp 
340 345 350 



gcg tea cct ggc ttc ggc ctg cac gca tct ccg gtg ccc gec tgc acg 
Ala Ser Pro Gly Phe Gly Leu His Ala Ser Pro Val Pro Ala Cys Thr 
355 360 365 

gac gag agt ctg ctg age age ctg aat ggg ggc teg ggc ccc tec gag 
Asp Glu Ser Leu Leu Ser Ser Leu Asn Gly Gly Ser Gly Pro Ser Glu 
370 375 380 

cct gat ggg eta gac tct gag aag gac aag atg ctg gtg gag aag cag 
Pro Asp Gly Leu Asp Ser Glu Lys Asp Lys Met Leu Val Glu Lys Gin 
385 390 395 400 

aaa gtg ate aac cag etc acc tgg aag ctg egg caa gag cag egg cag 
Lys Val lie Asn Gin Leu Thr Trp Lys Leu Arg Gin Glu Gin Arg Gin 
405 410 415 

gtg gaa gag ctg aga atg caa ctg cag aag cag aag age age tgc age 
Val Glu Glu Leu Arg Met Gin Leu Gin Lys Gin Lys Ser Ser Cys Ser 
420 425 430 

gac cag aag cca etc ccc ttc ttg gec acc acc ate aaa cag gaa gat 
Asp Gin Lys Pro Leu Pro Phe Leu Ala Thr Thr lie Lys Gin Glu Asp 
435 440 445 

gtc tec age tgc ccc ttc gca ccc cag cag gcg tct ggg aag gga cag 
Val Ser Ser Cys Pro Phe Ala Pro Gin Gin Ala Ser Gly Lys Gly Gin 
450 455 460 

ggc cac age tct gac agt ccc cct ccg get tgt gag acg get cag ctg 
Gly His Ser Ser Asp Ser Pro Pro Pro Ala Cys Glu Thr Ala Gin Leu 

465 470 475 480 

ctg cct cac tgt gtg gag tec tea ggt caa acc cat gta etc teg tec 
Leu Pro His Cys Val Glu Ser Ser Gly Gin Thr His Val Leu Ser Ser 
485 490 495 

acg ttt etc age ccc cag tgc tec cct cag cac teg ccc cgt ggg ggc 
Thr Phe Leu Ser Pro Gin Cys Ser Pro Gin His Ser Pro Arg Gly Gly 
500 505 510 

ctg aag age ccg cag cac ate age ctg cct cca tea ccc aac aac cat 
Leu Lys Ser Pro Gin His He Ser Leu Pro Pro Ser Pro Asn Asn His 
515 520 525 

tac ttc ctg get tec tct teg gga get cag aga gag aac cat ggg gtc 
Tyr Phe Leu Ala Ser Ser Ser Gly Ala Gin Arg Glu Asn His Gly Val 
530 535 540 

tct tea ccc age age age caa ggg tgc gca cag atg act ggt tta caa 
Ser Ser Pro Ser Ser Ser Gin Gly Cys Ala Gin Met Thr Gly Leu Gin 
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545 



550 



555 



560 



tct tct gac aag gtg ggg cca acg ttt tea att cca tec cca act ttt 
Ser Ser Asp Lys Val Gly Pro Thr Phe Ser lie Pro Ser Pro Thr Phe 
565 570 575 

tct aag tea agt tea gca gtt tea gat ate acc cag ccc cca tec tat 
Ser Lys Ser Ser Ser Ala Val Ser Asp lie Thr Gin Pro Pro Ser Tyr 
580 585 590 

gaa gat gca gtg aag cag caa atg act egg agt cag cag atg gac gaa 
Glu Asp Ala Val Lys Gin Gin Met Thr Arg Ser Gin Gin Met Asp Glu 
595 600 605 

etc ctg gat gtc etc att gaa agt gga gaa atg cca gec gat gee agg 
Leu Leu Asp Val Leu He Glu Ser Gly Glu Met Pro Ala Asp Ala Arg 
610 615 620 

gaa gat cat tea tgt ctt cag aaa att cca aag ate cct ggg tec tec 
Glu Asp His Ser Cys Leu Gin Lys He Pro Lys He Pro Gly Ser Ser 
625 630 635 640 

tgc age cca act gec ate ccc ccg aag ccc teg get tec ttt gag cag 
Cys Ser Pro Thr Ala He Pro Pro Lys Pro Ser Ala Ser Phe Glu Gin 
645 650 655 

gca tct teg gga ggc cag atg gec ttc gat cac tac gca aac gac agt 
Ala Ser Ser Gly Gly Gin Met Ala Phe Asp His Tyr Ala Asn Asp Ser 
660 665 670 

gac gaa cac ctg gaa gtc tta ttg aat tct cac age ccc ate gga aag 
Asp Glu His Leu Glu Val Leu Leu Asn Ser His Ser Pro He Gly Lys 
675 680 685 

gtg age gat gtt acc etc etc aaa ate gga age gag gag cct cct ttt 
Val Ser Asp Val Thr Leu Leu Lys He Gly Ser Glu Glu Pro Pro Phe 
690 695 700 

gac age ate atg gat ggc ttc cca ggg aag get gcg gaa gat etc ttc 
Asp Ser He Met Asp Gly Phe Pro Gly Lys Ala Ala Glu Asp Leu Phe 
705 710 715 720 

agt get cac gag etc ttg cct ggg ccc etc tec ccg atg cat gca cag 
Ser Ala His Glu Leu Leu Pro Gly Pro Leu Ser Pro Met His Ala Gin 
725 730 735 

ttg tea cct cct tct gtg gac age agt ggt ctg cag ctg age tta ccg 
Leu Ser Pro Pro Ser Val Asp Ser Ser Gly Leu Gin Leu Ser Leu Pro 
740 745 750 

gaa tct cct tgg gaa aca atg gaa tgg ctg gac etc act cca cct agt 
Glu Ser Pro Trp Glu Thr Met Glu Trp Leu Asp Leu Thr Pro Pro Ser 
755 760 765 
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tec acg cca ggc ttc age aac ctt acc tec agt ggg ccc age att ttc 
Ser Thr Pro Gly Phe Ser Asn Leu Thr Ser Ser Gly Pro Ser He Phe 
770 775 780 

aac ate gat ttt ctg gat gtt aca gat ctt aat ctg aat tec cct atg 
Asn He Asp Phe Leu Asp Val Thr Asp Leu Asn Leu Asn Ser Pro Met 
785 790 795 800 

gat etc cac tta cag cag tgg taa 
Asp Leu His Leu Gin Gin Trp 
805 



<210> 26 

<211> 807 

<212> PRT 

<213> Homo sapiens 

<400> 26 

Met Asp Ser Ser Val Lys Glu Ala He Lys Gly Thr Glu Val Ser Leu 
1 5 10 15 

Ser Lys Ala Ala Asp Ala Phe Ala Phe Glu Asp Asp Ser Ser Arg Asp 
20 25 30 

Gly Leu Ser Pro Asp Gin Ala Arg Ser Glu Asp Pro Gin Gly Ser Thr 
35 40 45 

Gly Ser Thr Pro Asp He Lys Ser Thr Glu Ala Pro Leu Asp Thr He 
50 55 60 

Gin Asp Leu Thr Pro Gly Ser Glu Ser Asp Lys Asn Asp Ala Ala Ser 
65 70 75 80 

Gin Pro Gly Asn Gin Ser Asp Pro Gly Lys Gin Val Leu Gly Pro Leu 
85 90 95 

Ser Thr Pro He Pro Val His Thr Ala Val Lys Ser Lys Ser Leu Gly 
100 105 110 

Asp Ser Lys Asn Arg His Lys Lys Pro Lys Asp Pro Lys Pro Lys Val 
115 120 125 

Lys Lys Leu Lys Tyr His Gin Tyr He Pro Pro Asp Gin Lys Ala Glu 
130 135 140 

Asn Ser Pro Pro Pro Met Asp Ser Ala Tyr Ala Arg Leu Leu Gin Gin 
145 150 155 160 

Gin Gin Leu Phe Leu Gin Leu Gin He Leu Ser Gin Gin Gin Gin Gin 
165 170 175 
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Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin 
180 185 190 



Arg Phe Ser Tyr Pro Gly Met His Gin Thr His Leu Lys Glu Pro Asn 
195 200 205 

Glu Gin Met Ala Arg Asn Pro Asn Pro Ser Ser Thr Pro Leu Ser Asn 
210 215 220 

Thr Pro Leu Ser Pro Val Lys Asn Xaa lie Ser Gly Gin Thr Gly Val 
225 230 235 240 

Ser Ser Leu Lys Pro Gly Pro Leu Pro Pro Asn Leu Asp Asp Leu Lys 
245 250 255 

Val Ser Glu Leu Arg Gin Gin Leu Arg lie Arg Gly Leu Pro Val Ser 
260 265 270 

Gly Thr Lys Thr Ala Leu Val Asp Arg Leu Arg Pro Phe Gin Asp Cys 
275 280 285 

Ala Gly Asn Pro Val Pro Asn Phe Gly Asp lie Thr Thr Val Thr Phe 
290 295 300 

Pro Val Thr Pro Asn Thr Leu Pro Ser Tyr Gin Ser Ser Pro Thr Gly 
305 310 315 320 

Phe Tyr His Phe Gly Ser Thr Ser Ser Ser Pro Pro lie Ser Pro Ala 
325 330 335 

Ser Ser Asp Leu Ser Ala Ala Gly Ser Leu Pro Asp Thr Phe Thr Asp 
340 345 350 

Ala Ser Pro Gly Phe Gly Leu His Ala Ser Pro Val Pro Ala Cys Thr 
355 360 365 

Asp Glu Ser Leu Leu Ser Ser Leu Asn Gly Gly Ser Gly Pro Ser Glu 
370 375 380 

Pro Asp Gly Leu Asp Ser Glu Lys Asp Lys Met Leu Val Glu Lys Gin 
385 390 395 400 

Lys Val He Asn Gin Leu Thr Trp Lys Leu Arg Gin Glu Gin Arg Gin 
405 410 415 

Val Glu Glu Leu Arg Met Gin Leu Gin Lys Gin Lys Ser Ser Cys Ser 
420 425 430 

Asp Gin Lys Pro Leu Pro Phe Leu Ala Thr Thr He Lys Gin Glu Asp 
435 440 445 

Val Ser Ser Cys Pro Phe Ala Pro Gin Gin Ala Ser Gly Lys Gly Gin 
450 455 460 
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Gly His Ser Ser Asp Ser Pro Pro Pro Ala Cys Glu Thr Ala Gin Leu 
465 470 475 480 



Leu Pro His Cys Val Glu Ser Ser Gly Gin Thr His Val Leu Ser Ser 

485 490 495 

Thr Phe Leu Ser Pro Gin Cys Ser Pro Gin His Ser Pro Arg Gly Gly 
500 505 510 

Leu Lys Ser Pro Gin His lie Ser Leu Pro Pro Ser Pro Asn Asn His 
515 520 525 

Tyr Phe Leu Ala Ser Ser Ser Gly Ala Gin Arg Glu Asn His Gly Val 
530 535 540 

Ser Ser Pro Ser Ser Ser Gin Gly Cys Ala Gin Met Thr Gly Leu Gin 
545 550 555 560 

Ser Ser Asp Lys Val Gly Pro Thr Phe Ser lie Pro Ser Pro Thr Phe 
565 570 575 

Ser Lys Ser Ser Ser Ala Val Ser Asp lie Thr Gin Pro Pro Ser Tyr 
580 585 590 

Glu Asp Ala Val Lys Gin Gin Met Thr Arg Ser Gin Gin Met Asp Glu 
595 600 605 

Leu Leu Asp Val Leu lie Glu Ser Gly Glu Met Pro Ala Asp Ala Arg 
610 615 620 

Glu Asp His Ser Cys Leu Gin Lys lie Pro Lys He Pro Gly Ser Ser 
625 630 635 640 

Cys Ser Pro Thr Ala He Pro Pro Lys Pro Ser Ala Ser Phe Glu Gin 
645 650 655 

Ala Ser Ser Gly Gly Gin Met Ala Phe Asp His Tyr Ala Asn Asp Ser 
660 665 670 

Asp Glu His Leu Glu Val Leu Leu Asn Ser His Ser Pro He Gly Lys 
675 680 685 

Val Ser Asp Val Thr Leu Leu Lys He Gly Ser Glu Glu Pro Pro Phe 
690 695 700 

Asp Ser He Met Asp Gly Phe Pro Gly Lys Ala Ala Glu Asp Leu Phe 
705 710 715 " 720 

Ser Ala His Glu Leu Leu Pro Gly Pro Leu Ser Pro Met His Ala Gin 
725 730 735 

Leu Ser Pro Pro Ser Val Asp Ser Ser Gly Leu Gin Leu Ser Leu Pro 
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740 



745 



750 



Glu Ser Pro Trp Glu 
755 

Ser Thr Pro Gly Phe 
770 

Asn lie Asp Phe Leu 
785 



Thr Met Glu Trp Leu Asp 
760 

Ser Asn Leu Thr Ser Ser 
775 

Asp Val Thr Asp Leu Asn 
790 795 



Leu Thr Pro Pro Ser 
765 

Gly Pro Ser lie Phe 
780 

Leu Asn Ser Pro Met 
800 



Asp Leu His Leu Gin Gin Trp 
805 



<210> 27 

<211> 3063 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (247) . . (3060) 



<400> 27 

gacgtcgcat gctcccggcc gccatggcgg ccgcgggaat tcgattgact cctggagccc 60 

gtcagtatcg gcggaattcg cggccgcgtc gacctggctg ccactgtact cctacccagg 12 0 

ggagctcacg gagagttgga tgaattctgg gttgttagct gcggtcagct gggctcccgg 180 

gagcctgttg ctggtggaga acagggggcg cctggccaag ggaccagcgg cttgctgaga 240 

ctcaac atg aca etc ctg ggg tct gag cat tec ttg ctg att agg age 288 
Met Thr Leu Leu Gly Ser Glu His Ser Leu Leu lie Arg Ser 
15 10 



aag ttc aga tea gtt tta cag tta aga ctt caa caa aga agg ace cag 336 
Lys Phe Arg Ser Val Leu Gin Leu Arg Leu Gin Gin Arg Arg Thr Gin 
15 20 25 30 



gaa caa ctg get aac caa ggc ata ata cca cca ctg aaa cgt cca get 384 
Glu Gin Leu Ala Asn Gin Gly lie lie Pro Pro Leu Lys Arg Pro Ala 
35 40 45 



gaa ttc cat gag caa aga aaa cat ttg gat agt gac aag get aaa aat 432 
Glu Phe His Glu Gin Arg Lys His Leu Asp Ser Asp Lys Ala Lys Asn 
50 55 60 



tec ctg aag cgc aaa gee aga aac agg tgc aac agt gee gac ttg gtt 4 80 
Ser Leu Lys Arg Lys Ala Arg Asn Arg Cys Asn Ser Ala Asp Leu Val 
65 70 75 
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Rl 



aat atg cac ata etc caa get tec act gca gag agg tec att cca act 528 
Asn Met His lie Leu Gin Ala Ser Thr Ala Glu Arg Ser lie Pro Thr 
80 85 90 

get cag atg aag ctg aaa aga gee cga etc gee gat gat etc aat gaa 576 
Ala Gin Met Lys Leu Lys Arg Ala Arg Leu Ala Asp Asp Leu Asn Glu 
95 100 105 110 

aaa att get eta cga cca ggg cca ctg gag ctg gtg gaa aaa aac att 624 
Lys Tie Ala Leu Arg Pro Gly Pro Leu Glu Leu Val Glu Lys Asn lie 
115 120 125 

ctt cct gtg gat tct get gtg aaa gag gee ata aaa ggt aac cag gtg 672 
Leu Pro Val Asp Ser Ala Val Lys Glu Ala lie Lys Gly Asn Gin Val 
130 135 140 

agt ttc tec aaa tec acg gat get ttt gee ttt gaa gag gac age age 720 
Ser Phe Ser Lys Ser Thr Asp Ala Phe Ala Phe Glu Glu Asp Ser Ser 
145 150 155 

age gat ggg ctt tct ccg gat cag act cga agt gaa gac ccc caa aac 768 
Ser Asp Gly Leu Ser Pro Asp Gin Thr Arg Ser Glu Asp Pro Gin Asn 
160 165 170 

tea gcg gga tec ccg cca gac get aaa gec tea gat ace cct teg aca 816 
Ser Ala Gly Ser Pro Pro Asp Ala Lys Ala Ser Asp Thr Pro Ser Thr 
175 180 185 190 

ggt tct ctg ggg aca aac cag gat ctt get tct ggc tea gaa aat gac 864 
Gly Ser Leu Gly Thr Asn Gin Asp Leu Ala Ser Gly Ser Glu Asn Asp 
195 200 205 

aga aat gac tea gee tea cag ccc age cac cag tea gat gcg ggg aag 912 
Arg Asn Asp Ser Ala Ser Gin Pro Ser His Gin Ser Asp Ala Gly Lys 
210 215 220 

cag ggg ctt ggc ccc ccc age acc ccc ata gee gtg cat get get gta 960 
Gin Gly Leu Gly Pro Pro Ser Thr Pro lie Ala Val His Ala Ala Val 
225 230 235 

aag tec aaa tec ttg ggt gac agt aag aac cgc cac aaa aag ccc aag 1008 
Lys Ser Lys Ser Leu Gly Asp Ser Lys Asn Arg His Lys Lys Pro Lys 
240 245 250 

gac ccc aag cca aag gtg aag aag ctt aaa tat cac cag tac att ccc 1056 
Asp Pro Lys Pro Lys Val Lys Lys Leu Lys Tyr His Gin Tyr lie Pro 
255 260 265 270 

cca gac cag aag gca gag aag tec cct cca cct atg gac tea gee tac 1104 
Pro Asp Gin Lys Ala Glu Lys Ser Pro Pro Pro Met Asp Ser Ala Tyr 
275 280 285 
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get egg ctg etc cag caa cag cag ctg ttc ctg cag etc caa ate etc 1152 
Ala Arg Leu Leu Gin Gin Gin Gin Leu Phe Leu Gin Leu Gin lie Leu 
290 295 300 

age cag cag cag cag cag cag caa cac cga ttc age tac eta ggg atg 12 00 
Ser Gin Gin Gin Gin Gin Gin Gin His Arg Phe Ser Tyr Leu Gly Met 
305 310 315 

cac caa get cag ctt aag gaa cca aat gaa cag atg gtc aga aat cca 1248 
His Gin Ala Gin Leu Lys Glu Pro Asn Glu Gin Met Val Arg Asn Pro 
320 325 330 

aac tct tct tea acg cca ctg age aat ace ccc ttg tct cct gtc aaa 1296 
Asn Ser Ser Ser Thr Pro Leu Ser Asn Thr Pro Leu Ser Pro Val Lys 
335 340 345 350 

aac agt ttt tct gga caa act ggt gtc tct tct ttc aaa cca ggc cca 1344 
Asn Ser Phe Ser Gly Gin Thr Gly Val Ser Ser Phe Lys Pro Gly Pro 
355 360 365 

etc cca cct aac ctg gat gat ctg aag gtc tct gaa tta aga caa cag 1392 
Leu Pro Pro Asn Leu Asp Asp Leu Lys Val Ser Glu Leu Arg Gin Gin 
370 375 380 

ctt cga att egg ggc ttg cct gtg tea ggc ace aaa acg get etc atg 1440 
Leu Arg lie Arg Gly Leu Pro Val Ser Gly Thr Lys Thr Ala Leu Met 
385 390 395 

gac egg ctt cga ccc ttc cag gac tgc tct ggc aac cca gtg ccg aac 1488 
Asp Arg Leu Arg Pro Phe Gin Asp Cys Ser Gly Asn Pro Val Pro Asn 
400 405 410 

ttt ggg gat ata acg act gtc act ttt cct gtc aca ccc aac acg ctg 1536 
Phe Gly Asp lie Thr Thr Val Thr Phe Pro Val Thr Pro Asn Thr Leu 
415 420 425 430 

ccc aat tac cag tct tec tct tct ace agt gee ctg tec aac ggc ttc 1584 
Pro Asn Tyr Gin Ser Ser Ser Ser Thr Ser Ala Leu Ser Asn Gly Phe 

435 440 445 

tac cac ttt ggc age ace age tec age ccc ccg ate tec cca gec tec 1632 
Tyr His Phe Gly Ser Thr Ser Ser Ser Pro Pro lie Ser Pro Ala Ser 
450 455 460 

tct gac ctg tea gtc get ggg tec ctg ccg gac ace ttc aat gat gee 1680 
Ser Asp Leu Ser Val Ala Gly Ser Leu Pro Asp Thr Phe Asn Asp Ala 

465 470 475 

tec ccc tec ttc ggc ctg cac ccg tec cca gtc cac gtg tgc acg gag 1728 
Ser Pro Ser Phe Gly Leu His Pro Ser Pro Val His Val Cys Thr Glu 
480 485 490 

gaa agt etc atg age age ctg aat ggg ggc tct gtt cct tct gag ctg 1776 
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Glu Ser Leu Met Ser Ser Leu Asn Gly Gly Ser Val Pro Ser Glu Leu 
495 500 505 510 



9 at 999 c tg gac tec gag aag gac aag atg ctg gtg gag aag cag aag 
Asp Gly Leu Asp Ser Glu Lys Asp Lys Met Leu Val Glu Lys Gin Lys 
515 520 525 

gtg ate aat gaa etc acc tgg aaa etc cag caa gag cag agg cag gtg 
Val lie Asn Glu Leu Thr Trp Lys Leu Gin Gin Glu Gin Arg Gin Val 
530 535 540 

gag gag ctg agg atg cag ctt cag aag cag aaa agg aat aac tgt tea 
Glu Glu Leu Arg Met Gin Leu Gin Lys Gin Lys Arg Asn Asn Cys Ser 
545 550 555 

gag aag aag ccg ctg cct ttc ctg get gec tec ate aag cag gaa gag 
Glu Lys Lys Pro Leu Pro Phe Leu Ala Ala Ser He Lys Gin Glu Glu 
560 565 570 

get gtc tec age tgt cct ttt gca tec caa gta cct gtg aaa aga caa 
Ala Val Ser Ser Cys Pro Phe Ala Ser Gin Val Pro Val Lys Arg Gin 
575 580 585 590 

age age age tea gag tgt cac cca ccg get tgt gaa get get caa etc 
Ser Ser Ser Ser Glu Cys His Pro Pro Ala Cys Glu Ala Ala Gin Leu 
595 600 605 

cag cct ctt gga aat get cat tgt gtg gag tec tea gat caa acc aat 
Gin Pro Leu Gly Asn Ala His Cys Val Glu Ser Ser Asp Gin Thr Asn 
610 615 620 

gta ctt tct tec aca ttt etc age ccc cag tgt tec cct cag cat tea 
Val Leu Ser Ser Thr Phe Leu Ser Pro Gin Cys Ser Pro Gin His Ser 
625 630 635 

ccg ctg ggg get gtg aaa age cca cag cac ate agt ttg ccc cca tea 
Pro Leu Gly Ala Val Lys Ser Pro Gin His He Ser Leu Pro Pro Ser 
640 645 650 

ccc aac aac cct cac ttt ctg ccc tea tec tec ggg gee cag gga gaa 
Pro Asn Asn Pro His Phe Leu Pro Ser Ser Ser Gly Ala Gin Gly Glu 
655 660 665 670 

ggg cac agg gtc tec teg ccc ate age age cag gtg tgc act gca cag 
Gly His Arg Val Ser Ser Pro He Ser Ser Gin Val Cys Thr Ala Gin 
675 680 685 

atg get ggt tta cac tct tct gat aag gtg ggg cca aag ttt tea att 
Met Ala Gly Leu His Ser Ser Asp Lys Val Gly Pro Lys Phe Ser He 
690 695 700 

cca tec cca act ttt tct aag tea agt tea gca att tea gag gta aca 
Pro Ser Pro Thr Phe Ser Lys Ser Ser Ser Ala He Ser Glu Val Thr 
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705 



710 



715 



:. : 



cag cct cca tec tat gaa gat gec gta aag cag caa atg acc egg agt 2448 

Gin Pro Pro Ser Tyr Glu Asp Ala Val Lys Gin Gin Met Thr Arg Ser 
720 725 730 

cag cag atg gat gaa etc ctg gac gtg ctt att gaa age gga gaa atg 24 96 

Gin Gin Met Asp Glu Leu Leu Asp Val Leu He Glu Ser Gly Glu Met 

735 740 745 750 

cca gca gac get aga gag gat cac tea tgt ctt caa aaa gtc cca aag 2 544 

Pro Ala Asp Ala Arg Glu Asp His Ser Cys Leu Gin Lys Val Pro Lys 
755 760 765 

ata ccc aga tct tec cga agt cca act get gtc etc acc aag ccc teg 2592 

He Pro Arg Ser Ser Arg Ser Pro Thr Ala Val Leu Thr Lys Pro Ser 
770 775 780 

get tec ttt gaa caa gee tct tea ggc age cag ate ccc ttt gat ccc 2640 

Ala Ser Phe Glu Gin Ala Ser Ser Gly Ser Gin He Pro Phe Asp Pro 

785 790 795 



%H tat gee acc gac agt gat gag cat ctt gaa gtc tta tta aat tec cag 2 688 

f|| Tyr Ala Thr Asp Ser Asp Glu His Leu Glu Val Leu Leu Asn Ser Gin 
H 800 805 810 

n age ccc eta gga aag atg agt gat gtc acc ctt eta aaa att ggg age 2736 

Ser Pro Leu Gly Lys Met Ser Asp Val Thr Leu Leu Lys He Gly Ser 

hi 815 820 825 830 



gaa gag cct cac ttt gat ggg ata atg gat gga ttc tct ggg aag get 2784 
Glu Glu Pro His Phe Asp Gly He Met Asp Gly Phe Ser Gly Lys Ala 
835 840 845 

gca gaa gac etc ttc aat gca cat gag ate ttg cca ggc ccc etc tct 2832 
Ala Glu Asp Leu Phe Asn Ala His Glu He Leu Pro Gly Pro Leu Ser 
850 855 860 

cca atg cag aca cag ttt tea ccc tct tct gtg gac age aat ggg ctg 2 88 0 
Pro Met Gin Thr Gin Phe Ser Pro Ser Ser Val Asp Ser Asn Gly Leu 
865 870 875 

cag tta age ttc act gaa tct ccc tgg gaa acc atg gag tgg ctg gac 2928 
Gin Leu Ser Phe Thr Glu Ser Pro Trp Glu Thr Met Glu Trp Leu Asp 
880 885 890 

etc act ccg cca aat tec aca cca ggc ttt age gee etc acc acc age 2976 
Leu Thr Pro Pro Asn Ser Thr Pro Gly Phe Ser Ala Leu Thr Thr Ser 
895 900 905 910 

age ccc age ate ttc aac ate gat ttc ctg gat gtc act gat etc aat 3024 
Ser Pro Ser He Phe Asn He Asp Phe Leu Asp Val Thr Asp Leu Asn 
915 920 925 
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ttg aat tct tec atg gac ctt cac ttg cag cag tgg tag 
Leu Asn Ser Ser Met Asp Leu His Leu Gin Gin Trp 
930 935 



<210> 28 

<211> 938 

<212> PRT 

<213> Homo sapiens 

<400> 28 

Met Thr Leu Leu Gly Ser Glu His Ser Leu Leu lie Arg Ser Lys Phe 
15 10 15 

Arg Ser Val Leu Gin Leu Arg Leu Gin Gin Arg Arg Thr Gin Glu Gin 
20 25 30 

Leu Ala Asn Gin Gly lie lie Pro Pro Leu Lys Arg Pro Ala Glu Phe 
35 40 45 

His Glu Gin Arg Lys His Leu Asp Ser Asp Lys Ala Lys Asn Ser Leu 
50 55 60 

Lys Arg Lys Ala Arg Asn Arg Cys Asn Ser Ala Asp Leu Val Asn Met 
65 70 75 80 

His He Leu Gin Ala Ser Thr Ala Glu Arg Ser He Pro Thr Ala Gin 
85 90 95 

Met Lys Leu Lys Arg Ala Arg Leu Ala Asp Asp Leu Asn Glu Lys He 
100 105 110 

Ala Leu Arg Pro Gly Pro Leu Glu Leu Val Glu Lys Asn He Leu Pro 

115 120 125 

Val Asp Ser Ala Val Lys Glu Ala He Lys Gly Asn Gin Val Ser Phe 
130 135 140 

Ser Lys Ser Thr Asp Ala Phe Ala Phe Glu Glu Asp Ser Ser Ser Asp 
145 150 155 160 

Gly Leu Ser Pro Asp Gin Thr Arg Ser Glu Asp Pro Gin Asn Ser Ala 
165 170 175 

Gly Ser Pro Pro Asp Ala Lys Ala Ser Asp Thr Pro Ser Thr Gly Ser 
180 185 190 

Leu Gly Thr Asn Gin Asp Leu Ala Ser Gly Ser Glu Asn Asp Arg Asn 
195 200 2 05 

Asp Ser Ala Ser Gin Pro Ser His Gin Ser Asp Ala Gly Lys Gin Gly 
210 215 220 
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Leu Gly Pro Pro Ser Thr Pro lie Ala Val His Ala Ala Val Lys Ser 
225 230 235 240 



Lys Ser Leu Gly Asp Ser Lys Asn Arg His Lys Lys Pro Lys Asp Pro 
245 250 255 

Lys Pro Lys Val Lys Lys Leu Lys Tyr His Gin Tyr lie Pro Pro Asp 
260 265 270 

Gin Lys Ala Glu Lys Ser Pro Pro Pro Met Asp Ser Ala Tyr Ala Arg 
275 280 285 

Leu Leu Gin Gin Gin Gin Leu Phe Leu Gin Leu Gin lie Leu Ser Gin 
290 295 300 

Gin Gin Gin Gin Gin Gin His Arg Phe Ser Tyr Leu Gly Met His Gin 
305 310 315 320 

Ala Gin Leu Lys Glu Pro Asn Glu Gin Met Val Arg Asn Pro Asn Ser 
325 330 335 

Ser Ser Thr Pro Leu Ser Asn Thr Pro Leu Ser Pro Val Lys Asn Ser 
340 345 350 

Phe Ser Gly Gin Thr Gly Val Ser Ser Phe Lys Pro Gly Pro Leu Pro 
355 360 365 

Pro Asn Leu Asp Asp Leu Lys Val Ser Glu Leu Arg Gin Gin Leu Arg 
370 375 380 

lie Arg Gly Leu Pro Val Ser Gly Thr Lys Thr Ala Leu Met Asp Arg 
385 390 395 400 

Leu Arg Pro Phe Gin Asp Cys Ser Gly Asn Pro Val Pro Asn Phe Gly 
405 410 415 

Asp lie Thr Thr Val Thr Phe Pro Val Thr Pro Asn Thr Leu Pro Asn 
420 425 430 

Tyr Gin Ser Ser Ser Ser Thr Ser Ala Leu Ser Asn Gly Phe Tyr His 
435 440 445 

Phe Gly Ser Thr Ser Ser Ser Pro Pro lie Ser Pro Ala Ser Ser Asp 
450 455 460 

Leu Ser Val Ala Gly Ser Leu Pro Asp Thr Phe Asn Asp Ala Ser Pro 
465 470 475 480 

Ser Phe Gly Leu His Pro Ser Pro Val His Val Cys Thr Glu Glu Ser 
485 490 495 

Leu Met Ser Ser Leu Asn Gly Gly Ser Val Pro Ser Glu Leu Asp Gly 
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500 



505 



510 



Leu Asp Ser Glu Lys Asp Lys Met Leu Val Glu Lys Gin Lys Val lie 
515 520 525 

Asn Glu Leu Thr Trp Lys Leu Gin Gin Glu Gin Arg Gin Val Glu Glu 
530 535 540 

Leu Arg Met Gin Leu Gin Lys Gin Lys Arg Asn Asn Cys Ser Glu Lys 
545 550 555 560 

Lys Pro Leu Pro Phe Leu Ala Ala Ser lie Lys Gin Glu Glu Ala Val 
565 570 575 

Ser Ser Cys Pro Phe Ala Ser Gin Val Pro Val Lys Arg Gin Ser Ser 
580 585 590 

Ser Ser Glu Cys His Pro Pro Ala Cys Glu Ala Ala Gin Leu Gin Pro 
595 600 605 

Leu Gly Asn Ala His Cys Val Glu Ser Ser Asp Gin Thr Asn Val Leu 
610 615 620 

Ser Ser Thr Phe Leu Ser Pro Gin Cys Ser Pro Gin His Ser Pro Leu 

625 630 635 640 

Gly Ala Val Lys Ser Pro Gin His lie Ser Leu Pro Pro Ser Pro Asn 
645 650 655 

Asn Pro His Phe Leu Pro Ser Ser Ser Gly Ala Gin Gly Glu Gly His 
660 665 670 

Arg Val Ser Ser Pro He Ser Ser Gin Val Cys Thr Ala Gin Met Ala 
675 680 685 

Gly Leu His Ser Ser Asp Lys Val Gly Pro Lys Phe Ser He Pro Ser 
690 695 700 

Pro Thr Phe Ser Lys Ser Ser Ser Ala He Ser Glu Val Thr Gin Pro 
705 710 715 720 

Pro Ser Tyr Glu Asp Ala Val Lys Gin Gin Met Thr Arg Ser Gin Gin 
725 730 735 

Met Asp Glu Leu Leu Asp Val Leu He Glu Ser Gly Glu Met Pro Ala 
740 745 750 

Asp Ala Arg Glu Asp His Ser Cys Leu Gin Lys Val Pro Lys He Pro 
755 760 765 

Arg Ser Ser Arg Ser Pro Thr Ala Val Leu Thr Lys Pro Ser Ala Ser 
770 775 780 



25107047.1 



-57- 



Phe Glu Gin Ala Ser Ser Gly Ser Gin lie Pro Phe Asp Pro Tyr Ala 
785 790 795 800 



Thr Asp Ser Asp Glu His Leu Glu Val Leu Leu Asn Ser Gin Ser Pro 
805 810 815 

Leu Gly Lys Met Ser Asp Val Thr Leu Leu Lys lie Gly Ser Glu Glu 
820 825 830 

Pro His Phe Asp Gly lie Met Asp Gly Phe Ser Gly Lys Ala Ala Glu 

835 840 845 

Asp Leu Phe Asn Ala His Glu lie Leu Pro Gly Pro Leu Ser Pro Met 
850 855 860 

Gin Thr Gin Phe Ser Pro Ser Ser Val Asp Ser Asn Gly Leu Gin Leu 
865 870 875 880 

Ser Phe Thr Glu Ser Pro Trp Glu Thr Met Glu Trp Leu Asp Leu Thr 
885 890 895 

Pro Pro Asn Ser Thr Pro Gly Phe Ser Ala Leu Thr Thr Ser Ser Pro 
900 905 910 

Ser lie Phe Asn lie Asp Phe Leu Asp Val Thr Asp Leu Asn Leu Asn 
915 920 925 

Ser Ser Met Asp Leu His Leu Gin Gin Trp 
930 935 



<210> 29 
<211> 938 
<212> PRT 

<213> Homo sapiens 
<400> 29 

Met Thr Leu Leu Gly Ser Glu His Ser Leu Leu lie Arg Ser Lys Phe 
15 10 15 

Arg Ser Val Leu Gin Leu Arg Leu Gin Gin Arg Arg Thr Gin Glu Gin 
20 25 30 

Leu Ala Asn Gin Gly lie lie Pro Pro Leu Lys Arg Pro Ala Glu Phe 
35 40 45 

His Glu Gin Arg Lys His Leu Asp Ser Asp Lys Ala Lys Asn Ser Leu 
50 55 60 

Lys Arg Lys Ala Arg Asn Arg Cys Asn Ser Ala Asp Leu Val Asn Met 
65 70 75 80 
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His lie Leu Gin Ala Ser Thr Ala Glu Arg Ser lie Pro Thr Ala Gin 
85 90 95 



Met Lys Leu Lys Arg Ala Arg Leu Ala Asp Asp Leu Asn Glu Lys lie 
100 105 110 

Ala Leu Arg Pro Gly Pro Leu Glu Leu Val Glu Lys Asn lie Leu Pro 
115 120 125 

Val Asp Ser Ala Val Lys Glu Ala lie Lys Gly Asn Gin Val Ser Phe 
130 135 140 

Ser Lys Ser Thr Asp Ala Phe Ala Phe Glu Glu Asp Ser Ser Ser Asp 
145 150 155 160 

Gly Leu Ser Pro Asp Gin Thr Arg Ser Glu Asp Pro Gin Asn Ser Ala 
165 170 175 

Gly Ser Pro Pro Asp Ala Lys Ala Ser Asp Thr Pro Ser Thr Gly Ser 
180 185 190 

Leu Gly Thr Asn Gin Asp Leu Ala Ser Gly Ser Glu Asn Asp Arg Asn 
195 200 205 

Asp Ser Ala Ser Gin Pro Ser His Gin Ser Asp Ala Gly Lys Gin Gly 
210 215 220 

Leu Gly Pro Pro Ser Thr Pro lie Ala Val His Ala Ala Val Lys Ser 
225 230 235 240 

Lys Ser Leu Gly Asp Ser Lys Asn Arg His Lys Lys Pro Lys Asp Pro 
245 250 255 

Lys Pro Lys Val Lys Lys Leu Lys Tyr His Gin Tyr lie Pro Pro Asp 
260 265 270 

Gin Lys Ala Glu Lys Ser Pro Pro Pro Met Asp Ser Ala Tyr Ala Arg 
275 280 285 

Leu Leu Gin Gin Gin Gin Leu Phe Leu Gin Leu Gin lie Leu Ser Gin 
290 295 300 

Gin Gin Gin Gin Gin Gin His Arg Phe Ser Tyr Leu Gly Met His Gin 
305 310 315 320 

Ala Gin Leu Lys Glu Pro Asn Glu Gin Met Val Arg Asn Pro Asn Ser 
325 330 335 

Ser Ser Thr Pro Leu Ser Asn Thr Pro Leu Ser Pro Val Lys Asn Ser 
340 345 350 

Phe Ser Gly Gin Thr Gly Val Ser Ser Phe Lys Pro Gly Pro Leu Pro 
355 360 365 
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Pro Asn Leu Asp Asp Leu Lys Val Ser Glu Leu Arg Gin Gin Leu Arg 
370 375 380 



lie Arg Gly Leu Pro Val Ser Gly Thr Lys Thr Ala Leu Met Asp Arg 
385 390 395 400 

Leu Arg Pro Phe Gin Asp Cys Ser Gly Asn Pro Val Pro Asn Phe Gly 
405 410 415 

Asp lie Thr Thr Val Thr Phe Pro Val Thr Pro Asn Thr Leu Pro Asn 
420 425 430 

Tyr Gin Ser Ser Ser Ser Thr Ser Ala Leu Ser Asn Gly Phe Tyr His 
435 440 445 

Phe Gly Ser Thr Ser Ser Ser Pro Pro lie Ser Pro Ala Ser Ser Asp 
450 455 460 

Leu Ser Val Ala Gly Ser Leu Pro Asp Thr Phe Asn Asp Ala Ser Pro 
465 470 475 480 

Ser Phe Gly Leu His Pro Ser Pro Val His Val Cys Thr Glu Glu Ser 
485 490 495 

Leu Met Ser Ser Leu Asn Gly Gly Ser Val Pro Ser Glu Leu Asp Gly 
500 505 510 

Leu Asp Ser Glu Lys Asp Lys Met Leu Val Glu Lys Gin Lys Val lie 
515 520 525 



Asn Glu Leu Thr Trp Lys Leu Gin 
530 535 

Leu Arg Met Gin Leu Gin Lys Gin 
545 550 

Lys Pro Leu Pro Phe Leu Ala Ala 
565 

Ser Ser Cys Pro Phe Ala Ser Gin 
580 

Ser Ser Glu Cys His Pro Pro Ala 
595 600 



Gin Glu Gin Arg Gin Val Glu Glu 
540 

Lys Arg Asn Asn Cys Ser Glu Lys 
555 560 

Ser He Lys Gin Glu Glu Ala Val 
570 575 

Val Pro Val Lys Arg Gin Ser Ser 
585 590 

Cys Glu Ala Ala Gin Leu Gin Pro 
605 



Leu Gly Asn Ala His Cys Val Glu Ser Ser Asp Gin Thr Asn Val Leu 
610 615 620 

Ser Ser Thr Phe Leu Ser Pro Gin Cys Ser Pro Gin His Ser Pro Leu 
625 630 635 640 

Gly Ala Val Lys Ser Pro Gin His He Ser Leu Pro Pro Ser Pro Asn 
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645 650 655 

Asn Pro His Phe Leu Pro Ser Ser Ser Gly Ala Gin Gly Glu Gly His 
660 665 670 

Arg Val Ser Ser Pro He Ser Ser Gin Val Cys Thr Ala Gin Met Ala 
675 680 685 

Gly Leu His Ser Ser Asp Lys Val Gly Pro Lys Phe Ser He Pro Ser 
690 695 700 

Pro Thr Phe Ser Lys Ser Ser Ser Ala He Ser Glu Val Thr Gin Pro 

705 J 710 715 720 

Pro Ser Tyr Glu Asp Ala Val Lys Gin Gin Met Thr Arg Ser Gin Gin 
725 730 735 

Met Asp Glu Leu Leu Asp Val Leu He Glu Ser Gly Glu Met Pro Ala 
740 745 750 

Asp Ala Arg Glu Asp His Ser Cys Leu Gin Lys Val Pro Lys He Pro 
755 760 765 

Arg Ser Ser Arg Ser Pro Thr Ala Val Leu Thr Lys Pro Ser Ala Ser 
770 775 780 

Phe Glu Gin Ala Ser Ser Gly Ser Gin He Pro Phe Asp Pro Tyr Ala 
785 790 795 800 

Thr Asp Ser Asp Glu His Leu Glu Val Leu Leu Asn Ser Gin Ser Pro 
805 810 815 

Leu Gly Lys Met Ser Asp Val Thr Leu Leu Lys He Gly Ser Glu Glu 
820 825 830 

Pro His Phe Asp Gly He Met Asp Gly Phe Ser Gly Lys Ala Ala Glu 
835 840 845 

Asp Leu Phe Asn Ala His Glu He Leu Pro Gly Pro Leu Ser Pro Met 
850 855 860 

Gin Thr Gin Phe Ser Pro Ser Ser Val Asp Ser Asn Gly Leu Gin Leu 
865 870 875 880 

Ser Phe Thr Glu Ser Pro Trp Glu Thr Met Glu Trp Leu Asp Leu Thr 
885 890 895 

Pro Pro Asn Ser Thr Pro Gly Phe Ser Ala Leu Thr Thr Ser Ser Pro 
900 905 910 

Ser He Phe Asn He Asp Phe Leu Asp Val Thr Asp Leu Asn Leu Asn 
915 920 925 
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Ser Ser Met Asp Leu His Leu Gin Gin Trp 
930 935 



<210> 30 

<211> 4960 

<212> DNA 

<213> Mus musculus 

<220> 
<221> CDS 

<222> (258) . . (3062) 
<400> 30 

ggaattcggc acgaggccac cctcagagga ggagggtcct gcctgctggg agttaattag 60 

cctcgcgagc ggcgaggggg gaggcgccag ttttctgggg acactggcgg ccactgtgcg 120 

tcctcctacc caagggagct ccccaagagt tggatgaatt ctgggttgtt agctgctgtc 180 

ctctgggctc ccgggagcca gtttctggtg gaaagcgggg cgcctggcca acgaccagcg 240 

gcttgctgag actcacc atg aca etc ctg ggg tct gaa cac tct ttg ctg 290 

Met Thr Leu Leu Gly Ser Glu His Ser Leu Leu 
15 10 

att aga agg aag ttc cga tea gtc tta cag tta egg ctt caa cag aga 33 8 
lie Arg Arg Lys Phe Arg Ser Val Leu Gin Leu Arg Leu Gin Gin Arg 
15 20 25 

agg acc cag gag cag ctg get aac caa ggc tta ata ccg cca ctg aaa 3 86 
Arg Thr Gin Glu Gin Leu Ala Asn Gin Gly Leu lie Pro Pro Leu Lys 
30 35 40 

ggt cca act gaa ttc cat gac ccg aga aaa caa ttg gat agt gec aag 434 
Gly Pro Thr Glu Phe His Asp Pro Arg Lys Gin Leu Asp Ser Ala Lys 
45 50 55 

act gaa gat tec ctg agg cgc aag ggc aga aac agg tec gac cgt gee 4 82 
Thr Glu Asp Ser Leu Arg Arg Lys Gly Arg Asn Arg Ser Asp Arg Ala 
60 65 70 75 

age ctg gtt act atg cac att etc caa gee tec acg gca gaa agg tec 530 
Ser Leu Val Thr Met His lie Leu Gin Ala Ser Thr Ala Glu Arg Ser 
80 85 90 

att cca act get cag atg aag etc aaa aga gec cgc ctt gca gat gac 578 
lie Pro Thr Ala Gin Met Lys Leu Lys Arg Ala Arg Leu Ala Asp Asp 
95 100 105 

etc aat gag aag ate get etc cgc caa ggg ccc ttg gaa ctg gtg gag 626 
Leu Asn Glu Lys lie Ala Leu Arg Gin Gly Pro Leu Glu Leu Val Glu 
110 115 120 
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aag aac att ctg ccg atg gat tct tec gtg aaa gag get ata aaa ggt 674 
Lys Asn He Leu Pro Met Asp Ser Ser Val Lys Glu Ala He Lys Gly 
125 130 135 

act gag gtg age etc tec aag gca gca gat gca ttc gee ttt gag gat 722 
Thr Glu Val Ser Leu Ser Lys Ala Ala Asp Ala Phe Ala Phe Glu Asp 
140 145 150 155 

gac age agt aga gat ggg etc tct cca gat cag get agg age gag gac 770 
Asp Ser Ser Arg Asp Gly Leu Ser Pro Asp Gin Ala Arg Ser Glu Asp 
160 165 170 



ccc cag ggc tct aca gga tec acc cca gac ate aaa tec act gag get 
Pro Gin Gly Ser Thr Gly Ser Thr Pro Asp He Lys Ser Thr Glu Ala 
175 180 185 

cct ctg gac aca ate cag gat etc act cct ggc tea gaa agt gac aag 
Pro Leu Asp Thr He Gin Asp Leu Thr Pro Gly Ser Glu Ser Asp Lys 
190 195 200 

aat gat gca gee tec cag cca ggc aac cag tea gac cct ggg aag cag 
Asn Asp Ala Ala Ser Gin Pro Gly Asn Gin Ser Asp Pro Gly Lys Gin 
205 210 215 



gtt etc ggc ccc etc age acc ccg att cct gtg cac act get gta aag 
J Val Leu Gly Pro Leu Ser Thr Pro He Pro Val His Thr Ala Val Lys 
220 ' 225 230 235 



818 



866 



914 



r-fr^ nnr* c*c-c* r-i-r* acrr- ar.n nna att cct ata cac act act ata aag 962 



1010 



1058 



1106 



tec aag tct ttg ggt gac agt aag aac cgc cac aaa aag ccc aaa gac 
Ser Lys Ser Leu Gly Asp Ser Lys Asn Arg His Lys Lys Pro Lys Asp 
240 245 250 

ccc aaa cca aag gtg aag aag etc aaa tac cat cag tac ate ccc cca 
Pro Lys Pro Lys Val Lys Lys Leu Lys Tyr His Gin Tyr He Pro Pro 
255 260 265 

gac cag aag gca gag aag tct ccc cca ccc atg gac tct gee tat gee 
Asp Gin Lys Ala Glu Lys Ser Pro Pro Pro Met Asp Ser Ala Tyr Ala 
270 275 280 

egg ctg etc cag caa cag cag eta ttc ctg cag eta cag ate etc age 1154 
Arg Leu Leu Gin Gin Gin Gin Leu Phe Leu Gin Leu Gin He Leu Ser 
285 290 295 

cag cag cag caa cag cag cag caa cag cag cag cag caa cag cag cag 1202 
Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin 
300 305 310 315 

cag cag cag cag cag egg ttc age tac cct ggg atg cac caa aca cac 1250 
Gin Gin Gin Gin Gin Arg Phe Ser Tyr Pro Gly Met His Gin Thr His 
320 325 330 
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etc aaa gaa cca aat gaa cag atg gec aga aat ccg aat cct tct tea 1298 
Leu Lys Glu Pro Asn Glu Gin Met Ala Arg Asn Pro Asn Pro Ser Ser 
335 340 345 

aca cca ctg age aat ace cct eta tec cct gtc aaa aat age att tct 1346 
Thr Pro Leu Ser Asn Thr Pro Leu Ser Pro Val Lys Asn Ser He Ser 
350 355 360 

gga caa act ggt gtt tct tct etc aaa cca ggc ccc etc cca ccc aac 1394 
Gly Gin Thr Gly Val Ser Ser Leu Lys Pro Gly Pro Leu Pro Pro Asn 
365 370 375 

ctg gat gat etc aag gtg tea gag tta aga caa cag ctt cga ate egg 1442 
Leu Asp Asp Leu Lys Val Ser Glu Leu Arg Gin Gin Leu Arg He Arg 
380 385 390 395 

ggc ttg cca gtg tea ggc acc aag aca gcg ctg gtg gac egg ctt cgt 1490 
Gly Leu Pro Val Ser Gly Thr Lys Thr Ala Leu Val Asp Arg Leu Arg 
400 405 410 

ccc ttc cag gat tgt get ggc aac cct gtg ccc aac ttt ggg gac ate 153 8 
Pro Phe Gin Asp Cys Ala Gly Asn Pro Val Pro Asn Phe Gly Asp He 
% 415 420 425 

Sri: S 

'Pf aca act gtc acc ttt cct gtc acg ccc aac acc ttg ccc agt tat cag 1586 
f\ Thr Thr Val Thr Phe Pro Val Thr Pro Asn Thr Leu Pro Ser Tyr Gin 
N 430 435 440 

g 

!f 4 tec tec ccg aca ggc ttc tac cac ttt ggc age aca age tec age cca 1634 
fll Ser Ser Pro Thr Gly Phe Tyr His Phe Gly Ser Thr Ser Ser Ser Pro 
fll 445 450 455 



fa* 

4 



ccc ate tec ccc gee tea tct gac ttg tec get gca ggg tec ctg cca 1682 
Pro He Ser Pro Ala Ser Ser Asp Leu Ser Ala Ala Gly Ser Leu Pro 
460 465 470 475 

gac acc ttc acc gat gcg tea cct ggc ttc ggc ctg cac gca tct ccg 1730 
Asp Thr Phe Thr Asp Ala Ser Pro Gly Phe Gly Leu His Ala Ser Pro 
480 485 490 

gtg ccc gee tgc acg gac gag agt ctg ctg age age ctg aat ggg ggc 1778 
Val Pro Ala Cys Thr Asp Glu Ser Leu Leu Ser Ser Leu Asn Gly Gly 
495 500 505 

teg ggc ccc tec gag cct gat ggg eta gac tct gag aag gac aag atg 1826 
Ser Gly Pro Ser Glu Pro Asp Gly Leu Asp Ser Glu Lys Asp Lys Met 
510 515 520 

ctg gtg gag aag cag aaa gtg ate aac cag etc acc tgg aag ctg egg 1874 
Leu Val Glu Lys Gin Lys Val He Asn Gin Leu Thr Trp Lys Leu Arg 
525 530 535 

caa gag cag egg cag gtg gaa gag ctg aga atg caa ctg cag aag cag 1922 
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Gin Glu Gin Arg Gin Val Glu Glu Leu Arg Met Gin Leu Gin Lys Gin 
540 545 550 555 



aag age age tgc age gac cag aag cca ctg ccc ttc ttg gec acc acc 1970 
Lys Ser Ser Cys Ser Asp Gin Lys Pro Leu Pro Phe Leu Ala Thr Thr 
560 565 570 

ate aaa cag gaa gat gtc tec age tgc ccc ttc gca ccc cag cag gcg 2018 
He Lys Gin Glu Asp Val Ser Ser Cys Pro Phe Ala Pro Gin Gin Ala 
575 580 585 

tct ggg aag gga cag ggc cac age tct gac agt ccc cct ccg get tgt 2066 
Ser Gly Lys Gly Gin Gly His Ser Ser Asp Ser Pro Pro Pro Ala Cys 
590 595 600 

gag acg get cag ctg ctg cct cac tgt gtg gag tec tea ggt caa acc 2114 
Glu Thr Ala Gin Leu Leu Pro His Cys Val Glu Ser Ser Gly Gin Thr 
605 610 615 

cat gta etc teg tec acg ttt etc age ccc cag tgc tec cct cag cac 2162 
His Val Leu Ser Ser Thr Phe Leu Ser Pro Gin Cys Ser Pro Gin His 
620 625 630 635 

teg ccc ctg ggg ggc ctg aag age ccg cag cac ate age ctg cct cca 2210 
Ser Pro Leu Gly Gly Leu Lys Ser Pro Gin His He Ser Leu Pro Pro 
640 645 650 

tea ccc aac aac cat tac ttc ctg get tec tct teg gga get cag aga 2258 
Ser Pro Asn Asn His Tyr Phe Leu Ala Ser Ser Ser Gly Ala Gin Arg 
655 660 665 

gag aac cat ggg gtc tct tea ccc age age age caa ggg tgc gca cag 2306 
Glu Asn His Gly Val Ser Ser Pro Ser Ser Ser Gin Gly Cys Ala Gin 
670 675 680 

atg act ggt tta caa tct tct gac aag gtg ggg cca acg ttt tea att 2354 
Met Thr Gly Leu Gin Ser Ser Asp Lys Val Gly Pro Thr Phe Ser He 
685 690 695 

cca tec cca act ttt tct aag tea agt tea gca gtt tea gat ate acc 2402 
Pro Ser Pro Thr Phe Ser Lys Ser Ser Ser Ala Val Ser Asp He Thr 
700 705 710 715 

cag ccc cca tec tat gaa gat gca gtg aag cag caa atg act egg agt 2450 
Gin Pro Pro Ser Tyr Glu Asp Ala Val Lys Gin Gin Met Thr Arg Ser 
720 725 730 

cag cag atg gac gaa etc ctg gat gtc etc att gaa agt gga gaa atg 2498 
Gin Gin Met Asp Glu Leu Leu Asp Val Leu He Glu Ser Gly Glu Met 
735 740 745 

cca gee gat gee agg gaa gat cat tea tgt ctt cag aaa att cca aag 2546 
Pro Ala Asp Ala Arg Glu Asp His Ser Cys Leu Gin Lys He Pro Lys 
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750 



755 



760 



ate cct ggg tec tec tgc age cca act gee ate ccc ccg aag ccc teg 2594 
He Pro Gly Ser Ser Cys Ser Pro Thr Ala He Pro Pro Lys Pro Ser 
765 770 775 

get tec ttt gag cag gca tct teg gga ggc cag atg gee ttc gat cac 2642 
Ala Ser Phe Glu Gin Ala Ser Ser Gly Gly Gin Met Ala Phe Asp His 
780 785 790 795 

tac gee aac gac agt gac gaa cac ctg gaa gtc tta ttg aat tct cac 2690 
Tyr Ala Asn Asp Ser Asp Glu His Leu Glu Val Leu Leu Asn Ser His 
800 805 810 

age ccc ate gga aag gtg age gat gtt acc etc etc aaa ate gga age 273 8 
Ser Pro He Gly Lys Val Ser Asp Val Thr Leu Leu Lys He Gly Ser 
815 820 825 

gag gag cct cct ttt gac age ate atg gat ggc ttc cca ggg aag get 2786 
Glu Glu Pro Pro Phe Asp Ser He Met Asp Gly Phe Pro Gly Lys Ala 
830 835 840 

gcg gaa gat etc ttc agt get cac gag etc ttg cct ggg ccc etc tec 2834 
Ala Glu Asp Leu Phe Ser Ala His Glu Leu Leu Pro Gly Pro Leu Ser 
845 850 855 

ccg atg cat gca cag ttg tea cct cct tct gtg gac age agt ggt ctg 2882 
Pro Met His Ala Gin Leu Ser Pro Pro Ser Val Asp Ser Ser Gly Leu 
860 865 870 875 

cag ctg age ttc acg gaa tct cct tgg gaa aca atg gaa tgg ctg gac 293 0 
Gin Leu Ser Phe Thr Glu Ser Pro Trp Glu Thr Met Glu Trp Leu Asp 
880 885 890 

etc act cca cct agt tec acg cca ggc ttc age aac ctt acc tec agt 2978 
Leu Thr Pro Pro Ser Ser Thr Pro Gly Phe Ser Asn Leu Thr Ser Ser 
895 900 905 

ggg ccc age att ttc aac ate gat ttt ctg gat gtt aca gat ctt aat 302 6 
Gly Pro Ser He Phe Asn He Asp Phe Leu Asp Val Thr Asp Leu Asn 
910 915 920 

ctg aat tec cct atg gat etc cac tta cag cag tgg taaacacccg 3072 
Leu Asn Ser Pro Met Asp Leu His Leu Gin Gin Trp 
925 930 935 

aggtacaaga gctacgagag ctcagtggga attcaatgga ggaaagcacg ataceggaaa 3132 

tgtgtgttcc aaaagatgaa ggggggaaaa tggggaggga aaaaaaaaaa cagcaaegga 3192 

ggtttttgtg acaactaacc agaacaaaca gaagtcagct attaaaatat gtctaaatgt 3252 

aatatctacc agcattcagt aactgttaat aacttcagtg atgcattcaa aaatgtgctt 3312 
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tgtcagaata 


agaatgccaa 


aaatgttttt 




ggtttttttt 


tgtttgtttg 


ttttttggtt 




tttctttttg 


cccacagttt 


gtctcaggca 




tttgttatga 


atttactaaa 


ctttctgtgg 




gggaagccat 


cctgtgcttg 


aggcagcaca 




agggcctgtc 


tcacccaatc 


gagtccttaa 




gaccaatcaa 


ttcccaggaa 


agcaaaagtg 




cactggactg gtgatcactg 


gtgacaacta 




cacggtgctt 


tttagccagt 


agtccacctc 


■i > 

ri 


aacttgaatc 


acagaaactt 


catgccatgg 


o 
fll 


tacctctagt 


tccaaagact 


agagctagat 




ccgtactggg 


acaagttaga 


attagagaac 




accatgaatt 


gctattacag 


gagtaacaca 


i 


tttttctttt 


cttattgtga 


gcagagggaa 


|4 

;rn ! 


tttctttcaa 


gatatcaatc 


ctttatgact 




tctctctctc 


tctctctttc 


tctcaaagga 


e 


cctattaaag 


ccattttttt 


ttttagaata 




ttcttcacat 


gcgcattggc 


tgaaaacaga 




gggatgtggc 


ccattggtca 


r , 3aarrt"h"t"t"i" 
CcAciciy L-tult 




gtttgattta 


tggacaatct 


ttggtttgta 




agtgaagata 


aatcagggca 


ccatgtatag 




gaacacaatt 


gcacactgta 


aacaacagga 



tgttgccctg tgtttggtga aggcgttggg 
aggctctcag aggcttgctg tggcgccaat 
agtagctgtt gctgttgttt tgttttgttt 
cttttgtaaa aaaaaaaaaa gttcactgtg 



tcgctgcctt atctcatacc agtttttttg 3372 
tttttttttt tgtgtgtgtt gttatttggt 3432 
atactgggac ataggctgac cccattagct 3492 
aaggagaaca gagcctctgc cgcgggtgtg 3552 
cgtgtgtcca tcatcatcag tcagaagagc 3612 
gacagaataa tcagaatggt cagagggaca 3 672 
actcaatgtc ccttgactcc caaatggtcc 3732 
actagctttg tccagagaat ccacccagaa 3792 
tatgtgcatc agcaatgcat agcaggtgag 3 852 
atggagactc ctgaggcgct caaatactac 3 912 
gatcagaaag gcaactggag gcccagggag 3972 
gatgtcattt aacattccga gaaagaaata 4032 
cagggccagc ttcttttttc ttctttttta 4092 
ttcacctcag ttcatctttc tctcagtact 4152 
cttttgcttt taattctctc tctctctctc 4212 
gaggtttcag ttctaacaag ctaccatagt 4272 
ttaaaagtcc aaactctctt gccaaactct 4332 
atttacaaga atttctttag gaagaaactg 4392 
ttgtttgttt ttgtttttgt ttcaattctt 4452 
ttgctctgga gaaattggaa atcattgcag 4512 
tagagaatgt ttcagtagtt ttccaaacga 4572 
gtgtgaagga ccacagtctt gaggagttct 4632 
gaccgaggaa gacaacatac agtttggcca 4692 
tcaagtatta caatgttgca tgctgtagaa 4 752 
taatttaagt caccaaggca ctgttttatt 4812 
cacttataga gaaaataatc aacaatgttg 4872 
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tgaatttttg agaagacttt tttttttttg ataaaccaaa gatttagaaa tcattccatt 4932 
gtcaacttgt aaaaaaaaaa aaaaaaaa 4960 



<210> 31 
<211> 935 
<212> PRT 

<213> Mus musculus 
<400> 31 

Met Thr Leu Leu Gly Ser Glu His Ser Leu Leu lie Arg Arg Lys Phe 
15 10 15 

Arg Ser Val Leu Gin Leu Arg Leu Gin Gin Arg Arg Thr Gin Glu Gin 
20 25 30 

Leu Ala Asn Gin Gly Leu lie Pro Pro Leu Lys Gly Pro Thr Glu Phe 
35 40 45 

His Asp Pro Arg Lys Gin Leu Asp Ser Ala Lys Thr Glu Asp Ser Leu 
50 55 60 

Arg Arg Lys Gly Arg Asn Arg Ser Asp Arg Ala Ser Leu Val Thr Met 
65 70 75 80 

His lie Leu Gin Ala Ser Thr Ala Glu Arg Ser lie Pro Thr Ala Gin 
85 90 95 

Met Lys Leu Lys Arg Ala Arg Leu Ala Asp Asp Leu Asn Glu Lys lie 
100 105 110 

Ala Leu Arg Gin Gly Pro Leu Glu Leu Val Glu Lys Asn lie Leu Pro 
115 120 125 

Met Asp Ser Ser Val Lys Glu Ala He Lys Gly Thr Glu Val Ser Leu 
130 135 140 

Ser Lys Ala Ala Asp Ala Phe Ala Phe Glu Asp Asp Ser Ser Arg Asp 
145 150 155 160 

Gly Leu Ser Pro Asp Gin Ala Arg Ser Glu Asp Pro Gin Gly Ser Thr 
165 170 175 

Gly Ser Thr Pro Asp He Lys Ser Thr Glu Ala Pro Leu Asp Thr He 
180 185 190 

Gin Asp Leu Thr Pro Gly Ser Glu Ser Asp Lys Asn Asp Ala Ala Ser 
195 200 205 

Gin Pro Gly Asn Gin Ser Asp Pro Gly Lys Gin Val Leu Gly Pro Leu 
210 215 220 
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Ser Thr Pro lie Pro Val His Thr Ala Val Lys Ser Lys Ser Leu Gly 
225 230 235 240 



Asp Ser Lys Asn Arg His Lys Lys Pro Lys Asp Pro Lys Pro Lys Val 
245 250 255 

Lys Lys Leu Lys Tyr His Gin Tyr lie Pro Pro Asp Gin Lys Ala Glu 
260 265 270 

Lys Ser Pro Pro Pro Met Asp Ser Ala Tyr Ala Arg Leu Leu Gin Gin 
275 280 285 

Gin Gin Leu Phe Leu Gin Leu Gin lie Leu Ser Gin Gin Gin Gin Gin 
290 295 300 

Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin 
305 310 315 320 

Arg Phe Ser Tyr Pro Gly Met His Gin Thr His Leu Lys Glu Pro Asn 

325 330 335 

Glu Gin Met Ala Arg Asn Pro Asn Pro Ser Ser Thr Pro Leu Ser Asn 
340 345 350 

Thr Pro Leu Ser Pro Val Lys Asn Ser lie Ser Gly Gin Thr Gly Val 
355 360 365 

Ser Ser Leu Lys Pro Gly Pro Leu Pro Pro Asn Leu Asp Asp Leu Lys 
370 375 380 

Val Ser Glu Leu Arg Gin Gin Leu Arg lie Arg Gly Leu Pro Val Ser 
385 390 395 400 

Gly Thr Lys Thr Ala Leu Val Asp Arg Leu Arg Pro Phe Gin Asp Cys 

405 410 415 

Ala Gly Asn Pro Val Pro Asn Phe Gly Asp lie Thr Thr Val Thr Phe 
420 425 430 

Pro Val Thr Pro Asn Thr Leu Pro Ser Tyr Gin Ser Ser Pro Thr Gly 
435 440 445 

Phe Tyr His Phe Gly Ser Thr Ser Ser Ser Pro Pro lie Ser Pro Ala 
450 455 460 

Ser Ser Asp Leu Ser Ala Ala Gly Ser Leu Pro Asp Thr Phe Thr Asp 
465 470 475 480 

Ala Ser Pro Gly Phe Gly Leu His Ala Ser Pro Val Pro Ala Cys Thr 
485 490 495 

Asp Glu Ser Leu Leu Ser Ser Leu Asn Gly Gly Ser Gly Pro Ser Glu 
500 505 510 
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Pro Asp Gly Leu Asp Ser Glu Lys Asp Lys Met Leu Val Glu Lys Gin 
515 520 525 



Lys Val He Asn Gin Leu Thr Trp Lys Leu Arg Gin Glu Gin Arg Gin 
530 535 540 

Val Glu Glu Leu Arg Met Gin Leu Gin Lys Gin Lys Ser Ser Cys Ser 
545 550 555 560 

Asp Gin Lys Pro Leu Pro Phe Leu Ala Thr Thr He Lys Gin Glu Asp 
565 570 575 

Val Ser Ser Cys Pro Phe Ala Pro Gin Gin Ala Ser Gly Lys Gly Gin 
580 585 590 

Gly His Ser Ser Asp Ser Pro Pro Pro Ala Cys Glu Thr Ala Gin Leu 
595 600 605 

Leu Pro His Cys Val Glu Ser Ser Gly Gin Thr His Val Leu Ser Ser 
610 615 620 

Thr Phe Leu Ser Pro Gin Cys Ser Pro Gin His Ser Pro Leu Gly Gly 
625 630 635 640 

Leu Lys Ser Pro Gin His He Ser Leu Pro Pro Ser Pro Asn Asn His 
645 650 655 

Tyr Phe Leu Ala Ser Ser Ser Gly Ala Gin Arg Glu Asn His Gly Val 
660 665 670 

Ser Ser Pro Ser Ser Ser Gin Gly Cys Ala Gin Met Thr Gly Leu Gin 
675 680 685 

Ser Ser Asp Lys Val Gly Pro Thr Phe Ser He Pro Ser Pro Thr Phe 
690 695 700 

Ser Lys Ser Ser Ser Ala Val Ser Asp He Thr Gin Pro Pro Ser Tyr 
705 710 715 720 

Glu Asp Ala Val Lys Gin Gin Met Thr Arg Ser Gin Gin Met Asp Glu 
725 730 735 



Leu Leu Asp Val Leu He Glu Ser 
740 

Glu Asp His Ser Cys Leu Gin Lys 
755 760 

Cys Ser Pro Thr Ala He Pro Pro 
770 775 

Ala Ser Ser Gly Gly Gin Met Ala 



Gly Glu Met Pro Ala Asp Ala Arg 
745 750 

He Pro Lys He Pro Gly Ser Ser 
765 

Lys Pro Ser Ala Ser Phe Glu Gin 
780 

Phe Asp His Tyr Ala Asn Asp Ser 
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785 



790 



795 



800 



Asp Glu His Leu Glu Val Leu Leu Asn Ser His Ser Pro lie Gly Lys 
805 810 815 

Val Ser Asp Val Thr Leu Leu Lys lie Gly Ser Glu Glu Pro Pro Phe 
820 825 830 

Asp Ser lie Met Asp Gly Phe Pro Gly Lys Ala Ala Glu Asp Leu Phe 
835 840 845 

Ser Ala His Glu Leu Leu Pro Gly Pro Leu Ser Pro Met His Ala Gin 
850 855 860 

Leu Ser Pro Pro Ser Val Asp Ser Ser Gly Leu Gin Leu Ser Phe Thr 
865 870 875 880 

Glu Ser Pro Trp Glu Thr Met Glu Trp Leu Asp Leu Thr Pro Pro Ser 
885 890 895 

Ser Thr Pro Gly Phe Ser Asn Leu Thr Ser Ser Gly Pro Ser lie Phe 
900 905 910 

Asn lie Asp Phe Leu Asp Val Thr Asp Leu Asn Leu Asn Ser Pro Met 
915 920 925 



Asp Leu His Leu Gin Gin Trp 
930 935 



<210> 32 
<211> 935 
<212> PRT 

<213> Mus musculus 
<400> 32 

Met Thr Leu Leu Gly Ser Glu His Ser Leu Leu lie Arg Arg Lys Phe 
15 10 15 

Arg Ser Val Leu Gin Leu Arg Leu Gin Gin Arg Arg Thr Gin Glu Gin 
20 25 30 

Leu Ala Asn Gin Gly Leu lie Pro Pro Leu Lys Gly Pro Thr Glu Phe 
35 40 45 

His Asp Pro Arg Lys Gin Leu Asp Ser Ala Lys Thr Glu Asp Ser Leu 
50 55 60 

Arg Arg Lys Gly Arg Asn Arg Ser Asp Arg Ala Ser Leu Val Thr Met 
65 70 75 80 

His lie Leu Gin Ala Ser Thr Ala Glu Arg Ser lie Pro Thr Ala Gin 
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85 



90 



95 



Met Lys Leu Lys Arg Ala Arg Leu 
100 

Ala Leu Arg Gin Gly Pro Leu Glu 
115 120 



Ala Asp Asp Leu Asn Glu Lys lie 
105 110 

Leu Val Glu Lys Asn lie Leu Pro 
125 



Met Asp Ser Ser Val Lys Glu Ala lie Lys Gly Thr Glu Val Ser Leu 
130 135 140 

Ser Lys Ala Ala Asp Ala Phe Ala Phe Glu Asp Asp Ser Ser Arg Asp 

145 150 155 160 

Gly Leu Ser Pro Asp Gin Ala Arg Ser Glu Asp Pro Gin Gly Ser Thr 

165 170 175 

Gly Ser Thr Pro Asp lie Lys Ser Thr Glu Ala Pro Leu Asp Thr lie 



180 

Gin Asp Leu Thr Pro Gly Ser Glu 
195 200 

Gin Pro Gly Asn Gin Ser Asp Pro 
210 215 



185 190 

Ser Asp Lys Asn Asp Ala Ala Ser 
205 

Gly Lys Gin Val Leu Gly Pro Leu 
220 



Ser Thr Pro lie Pro Val His Thr Ala Val Lys Ser Lys Ser Leu Gly 

225 230 235 240 

Asp Ser Lys Asn Arg His Lys Lys Pro Lys Asp Pro Lys Pro Lys Val 
245 250 255 

Lys Lys Leu Lys Tyr His Gin Tyr lie Pro Pro Asp Gin Lys Ala Glu 
260 265 270 

Lys Ser Pro Pro Pro Met Asp Ser Ala Tyr Ala Arg Leu Leu Gin Gin 
275 280 285 

Gin Gin Leu Phe Leu Gin Leu Gin lie Leu Ser Gin Gin Gin Gin Gin 
290 295 300 

Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin 
305 310 315 320 

Arg Phe Ser Tyr Pro Gly Met His Gin Thr His Leu Lys Glu Pro Asn 
325 330 335 

Glu Gin Met Ala Arg Asn Pro Asn Pro Ser Ser Thr Pro Leu Ser Asn 
340 345 350 

Thr Pro Leu Ser Pro Val Lys Asn Ser He Ser Gly Gin Thr Gly Val 
355 360 365 
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Ser Ser Leu Lys Pro Gly Pro Leu Pro Pro Asn Leu Asp Asp Leu Lys 
370 375 380 



Val Ser Glu Leu Arg Gin Gin Leu Arg lie Arg Gly Leu Pro Val Ser 
385 390 395 400 

Gly Thr Lys Thr Ala Leu Val Asp Arg Leu Arg Pro Phe Gin Asp Cys 
405 410 415 

Ala Gly Asn Pro Val Pro Asn Phe Gly Asp lie Thr Thr Val Thr Phe 
420 425 430 

Pro Val Thr Pro Asn Thr Leu Pro Ser Tyr Gin Ser Ser Pro Thr Gly 
435 440 445 

Phe Tyr His Phe Gly Ser Thr Ser Ser Ser Pro Pro lie Ser Pro Ala 
450 455 460 

Ser Ser Asp Leu Ser Ala Ala Gly Ser Leu Pro Asp Thr Phe Thr Asp 
465 470 475 480 

Ala Ser Pro Gly Phe Gly Leu His Ala Ser Pro Val Pro Ala Cys Thr 
485 490 495 

Asp Glu Ser Leu Leu Ser Ser Leu Asn Gly Gly Ser Gly Pro Ser Glu 

500 505 510 

Pro Asp Gly Leu Asp Ser Glu Lys Asp Lys Met Leu Val Glu Lys Gin 
515 520 525 

Lys Val lie Asn Gin Leu Thr Trp Lys Leu Arg Gin Glu Gin Arg Gin 
530 535 540 

Val Glu Glu Leu Arg Met Gin Leu Gin Lys Gin Lys Ser Ser Cys Ser 
545 550 555 560 

Asp Gin Lys Pro Leu Pro Phe Leu Ala Thr Thr lie Lys Gin Glu Asp 
565 570 575 

Val Ser Ser Cys Pro Phe Ala Pro Gin Gin Ala Ser Gly Lys Gly Gin 
580 585 590 

Gly His Ser Ser Asp Ser Pro Pro Pro Ala Cys Glu Thr Ala Gin Leu 
595 600 605 

Leu Pro His Cys Val Glu Ser Ser Gly Gin Thr His Val Leu Ser Ser 
610 615 620 

Thr Phe Leu Ser Pro Gin Cys Ser Pro Gin His Ser Pro Leu Gly Gly 
625 630 635 640 

Leu Lys Ser Pro Gin His lie Ser Leu Pro Pro Ser Pro Asn Asn His 
645 650 655 
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Tyr Phe Leu Ala Ser Ser Ser Gly Ala Gin Arg Glu Asn His Gly Val 
660 665 670 



Ser Ser Pro Ser Ser Ser Gin Gly Cys Ala Gin Met Thr Gly Leu Gin 
675 680 685 

Ser Ser Asp Lys Val Gly Pro Thr Phe Ser lie Pro Ser Pro Thr Phe 
690 695 700 

Ser Lys Ser Ser Ser Ala Val Ser Asp lie Thr Gin Pro Pro Ser Tyr 
705 710 715 720 

Glu Asp Ala Val Lys Gin Gin Met Thr Arg Ser Gin Gin Met Asp Glu 
725 730 735 

Leu Leu Asp Val Leu lie Glu Ser Gly Glu Met Pro Ala Asp Ala Arg 
740 745 750 

Glu Asp His Ser Cys Leu Gin Lys lie Pro Lys lie Pro Gly Ser Ser 
755 760 765 

Cys Ser Pro Thr Ala lie Pro Pro Lys Pro Ser Ala Ser Phe Glu Gin 
770 775 780 

Ala Ser Ser Gly Gly Gin Met Ala Phe Asp His Tyr Ala Asn Asp Ser 
785 790 795 800 

Asp Glu His Leu Glu Val Leu Leu Asn Ser His Ser Pro lie Gly Lys 
805 810 815 

Val Ser Asp Val Thr Leu Leu Lys lie Gly Ser Glu Glu Pro Pro Phe 
820 825 830 

Asp Ser lie Met Asp Gly Phe Pro Gly Lys Ala Ala Glu Asp Leu Phe 
835 840 845 

Ser Ala His Glu Leu Leu Pro Gly Pro Leu Ser Pro Met His Ala Gin 
850 855 860 

Leu Ser Pro Pro Ser Val Asp Ser Ser Gly Leu Gin Leu Ser Phe Thr 
865 870 875 880 

Glu Ser Pro Trp Glu Thr Met Glu Trp Leu Asp Leu Thr Pro Pro Ser 
885 890 895 

Ser Thr Pro Gly Phe Ser Asn Leu Thr Ser Ser Gly Pro Ser lie Phe 
900 905 910 

Asn lie Asp Phe Leu Asp Val Thr Asp Leu Asn Leu Asn Ser Pro Met 
915 920 925 

Asp Leu His Leu Gin Gin Trp 
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